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<120> GROWTH DIFFERENTIATION FACTOR RECEPTORS, 
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<130> JHU1470-2 

. <150> 09/485, 046 
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<:150> PCT/US98/15598 
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i^l60> 29 

|£<170> FastSEQ for Windows Version 4.0 ^ 

w II in 

|%5:210> 1 

I <211> 2743 

■ *m_ * 

'"*IJI — 

, <:212> DNA 

;^<213> Homo sapiens 

'^<220> 

13:22 1> CDS 

..pc222> (59) . . . (1183) 

' ft ■ 
^ p F 

^gc400> 1 

s'^agaaaagta aaaggaagaa acaagaacaa gaaaaaagat tatattgatt ttaaaatc 58 
Jitg caa aaa ctg caa.ctc tgt gtt tat att tac ctg ttt atg ctg att 106 
^TMet Gin Lys Leu Gin Leu Cys Val Tyr lie Tyr Leu Phe Met Leu lie 
1 5 10 15 

gtt get ggt cca gtg gat eta aat gag aac agt gag caa aaa gaa aat . 154 
Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 

20 25 30 

gtg gaa aaa gag ggg ctg tgt aat gca tgt act tgg aga caa aac act 2 02 

Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 
.35 40 45 

aaa tct tea aga ata gaa gee att aag ata caa ate etc agt aaa ctt 250 
Lys Ser Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 
50 55 60 

cgt ctg gaa aca get cet aac ate age aaa gat gtt ata aga caa ctt 2 98 

Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Val lie Arg Gin Leu 
65 70 75 80 

tta ccc aaa get cet cca etc egg gaa ctg att gat cag tat gat gtc 346 
Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp Val 

85 90 95 



I' 



cag agg gat gac age age gat ggc tct ttg gaa gat gac gat tat cac 
Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 

100 105 . 110 



394 



get aca aeg gaa aea ate att ace atg cct aca gag tet gat ttt eta 
Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe Leu 
115 120 125 



442 



atg caa gtg gat gga aaa cee aaa tgt tgc ttc ttt aaa ttt age tct 
Met Gin Val Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 



490 



aaa ata caa tac aat aaa gta gta aag gee caa eta tgg ata tat ttg 
Lys lie Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr Leu 
145 150 155 160 



538 



aga ccc gtc gag act cct aca aca gtg ttt gtg caa ate ctg aga etc 
Arg Pro Val Glu Thr Pro Thr Thr Val Phe Val Gin lie Leu Arg Leu 

^ - 165 _ ^ 



586 



^tc 
Qle 



aaa 
Lys 



t 3 



"•"•3' 

,^aa 



cct 
Pro 



ctt gac 
Leu Asp 
195 



•'^ys 



atg aaa gac ggt aca agg tat act gga ate cga tct ctg 
Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 
180 185 190 



634 



atg 
Met 



aac 
Asn 



cca 
Pro 



aca gtg ttg caa aat 
Thr Val Leu Gin Asn 
210 



ggc 
Gly 



tgg 
Trp 
215 



act 
Thr 
200 

etc 
Leu 



ggt 
Gly 



aaa 
Lys 



att 
lie 



caa 
Gin 



tgg 
Trp 



cct 
Pro 



cag 
Gin 



gaa 
Glu 
220 



age 
Ser 
205 

tec 
Ser 



att 
He 



aac 
Asn 



gat 

Asp 



tta 
Leu 



«325 



230 



235 



gtg 
Val 



ggc 
Gly 



"ratt gaa ata aaa get tta gat gag aat ggt cat gat ctt get gta ace 
fille Glu He Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 

240 



|:tc cca gga cca gga gaa gat ggg ctg aat ccg ttt tta gag gtc aag 
Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Lys 

245 250 255 



682 



730 



77 8 



826 



gta aca gac aca cca aaa aga tec aga agg gat ttt ggt ctt gac tgt 
Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 

260 265 270 



874 



gat gag cac tea aea gaa tea cga tgc tgt cgt tac cct eta act gtg 
Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 



922 



gat ttt gaa get ttt gga tgg gat tgg att ate get cct aaa aga tat 
Asp Phe Glu Ala Phe Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr 
290 295 300 



970 



aag gee aat tac tgc tet gga gag tgt gaa ttt gta ttt tta caa aaa 
Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 315 320 



1018 



tat cct cat act eat ctg gta cac caa gea aac ccc aga ggt tea gea 
Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 

325 330 335 



1066 



ggc cct tgc tgt act ccc aca aag atg tct cca att aat atg eta tat 
Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 

340 345 350 



1114 



ttt aat ggc aaa gaa caa ata ata tat ggg aaa att cca gcg atg gta 
Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys He Pro Ala Met Val 
355 360 365 



1162 



gta gac cgc tgt ggg tgc 
Val Asp Arg Cys Gly Cys 
370 



tea tgagatttat attaagcgtt cataacttcc 

Ser 

375 



1213 



taaaacatgg 
tataggccta 
gggaatatat 
gatttccaga 
aacatcggcg 
tttaaagtct 
tggtaaaatg 
tattgtatgg 
atgcaatttc 
^^aatacgata 
^&.atagtaagt 
?Btttctttaat 
.gtggagaaact 
liiaaataacata 
vcaacactgca 
|,^aagactgaa 
-•™tcctttttta 
gcacaaagac 
JLagattaaata 
rttttatattt 
faatttgaaat 
llktacttgcaa 
;&ataaactga 
l^tatttctgc 
j^gtactatgac 
' ttaaagtgtt 



aaggttttcc 
gagtatgcta 
gcaatggttg 
gtttttgagc 
aggaaatgaa 
atttctttaa 
caggattgtt 
tagtatactt 
cattcctatt 
ggctgaatgt 
ttctcttttc 
gtaagaagaa 
gcattatctt 
cttggagaag 
gtttttatgg 
acaatgcatt 
tttactttgg 
atgtcatgca 
gtggtcttaa 
ttttacatga 
ttcaatggtt 
aaacattact 
tgctatctca 
atttatttac 
taaatgaaat 
ttcacatttt 



cctcaacaat 
cagtcactta 
gcatttaacc 
tagaaggaga 
agcgattctc 
agttttgttt 
atataccatc 
ggtaagataa 
ataattgaca 
ctgaggctac 
ttcaggtgca 
tcatttttct 
aaaaggcagt 
tatgtaattt 
taaaataata 
tatataatat 
tatattttta 
tcacagaaaa 
aactccatat 
ttaacattca 
tactgtcatt 
aagtatacca 
acaataactg 
ttctgttttg 
tatttcttac 
tttgaaagac 



tttgaagctg 
agcataagct 
atccaaacaa 
tcaaattaca 
cttgagttct 
aatatttaca 
attcgaatca 
aattccacaa 
cagtacatta 
caggtttatc 
ttttcctaca 
agaggttggc 
caaatggtgt 
tgtctttgga 
gaaatgatcg 
gtatacaata 
cactaaggac 
gcaactactt 
gttaatgatt 
cttatggatt 
gtgtttaaat 
aaataattga 
ttacttttat 
taaattggga 
atctaatttg 



tgaaattaag 
acagtatgta 
atcatacaag 
tttatgttcc 
gatgaattaa 
gaaaaatcca 
tccttaaaca 
aaatagggat 
acaatccatg 
acataaaaaa 
cctccaaatg 
tttcaattct 
ttgtttttat 
aaattacaac 
actctatcaa 
ttgttttgta 
atttcaaatt 
atatttcaga 
agatggttat* 
catgatggct 
ctcaacgttc 
ctctattatc 
tttataattt 
ttttgttaat 
tagaaacagt 



taccacaggc 12 73 

aactaaaagg 13 3 3 

aaagttttat 1393 

tatatattac 1453 

aggagtatgc 1513 

catacagtat 1573 

cttgaattta 1633 

ggtgcagcat 1693 

ccaacggtgc 1753 

cattcagtaa 1813 

aggaatggat 1873 

gtagcatact 1933 

caaaatgtca 1993 

actgcctttg 2053 

tattgtataa 2113 

aataagtgtc 2173 

aagtactaag 2233 

gcaaattagc 2293 

attacaatca 23 53 

gtataaagtg 2413 

cattatttta 2473 

tgaaatgaag 2533 

gataatgaat 2593 

caaatttatt 2653 

ataagttata 2713 

2743 



<210> 2 

<211> 375 

<212> PRT 

<213> Homo sapiens 



<400> 2 
Met Gin 
1 

Val Ala 



Lys Leu Gin Leu Cys Val Tyr 



5 

Gly Pro Val Asp 
20 

Val Glu Lys Glu Gly Leu 
35 

Ser Arg He Glu 



Lys Ser 
50 

Arg Leu 
65 

Leu Pro 
Gin Arg 
Ala Thr 



Glu Thr Ala Pro 

70 

Lys Ala Pro Pro 
85 

Asp Asp Ser Ser 
100 

Thr Glu Thr He 



Leu Asn Glu 
25 

Cys Asn Ala 
40 

Ala He Lys 
55 

Asn He Ser 

Leu Airg Glu 

Asp Gly Ser 
105 

He Thr Met 



He Tyr Leu Phe 
10 

Asn Ser Glu Gin 

Cys Thr Trp Arg 

45 

lie Gin He Leu 
60 

Lys Asp Val He 
75 

Leu He Asp Gin 
90 

Leu Glu Asp Asp 
Pro Thr Glu Ser 



Met Leu He 
15 

Lys Glu Asn 
30 

Gin Asn Thr 

Ser Lys Leu 

Arg Gin Leu 
80 

Tyr Asp Val 
95 

Asp Tyr His 
110 

Asp Phe Leu 



115 120 125 

Met Gin Val Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 

130 135 140 

Lys lie Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr Leu 
145 150 155 160 

Arg Pro Val Glu Thr Pro Thr Thr Val Phe Val Gin lie Leu Arg Leu 

165 170 175 

lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly He Arg Ser Leu 

180 185 190 

Lys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin Ser He Asp Val 

195 200 205 

Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 

210 215 220 

lie Glu He Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
225 230 ^ 235 240 

Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Lys 

245 250 255 

Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 

260 - 265 ^ 270 

Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 

ig^sp Phe Glu Ala Phe Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr 
ifl 290 295 300 

j^rCiys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
^05 ' 310 315 320 

!!7Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 

325 330 335 

;'N3ly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro He Asn Met Leu Tyr 
W 340 345 350 

?3>he Asn Gly Lys Glu Gin He lie Tyr Gly Lys He Pro Ala IVIet Val 
■i 355 360 365 

l3/al Asp Arg Cys Gly Cys Ser 
,C 370 . 375 

;^210> 3 

]5<211> 2676 

%jc:212> DNA 

^'^213> Mus musculus 

<220> 
<221> CDS 

<222> (104) . . . (1231) 
<400> 3 

gtctctcgga cggtacatgc actaatattt cacttggcat tactcaaaag caaaaagaag 
aaataagaac aagggaaaaa aaaagattgt gctgattttt aaa atg atg caa aaa 

Met Met Gin Lys 
1 

ctg caa atg tat gtt tat att tac ctg ttc atg ctg att get get ggc 
Leu Gin Met Tyr Val Tyr He Tyr Leu Phe Met Leu He Ala Ala Gly 
5 10 15 20 

cca gtg gat eta aat gag ggc agt gag aga gaa gaa aat gtg gaa aaa 
Pro Val Asp Leu Asn Glu Gly Ser Glu Arg Glu Glu Asn Val Glu Lys 

25 30 35 

gag ggg ctg tgt aat gca tgt gcg tgg aga caa aac aeg agg tac tee 
Glu Gly Leu Cys Asn Ala Cys Ala Trp Arg Gin Asn Thr Arg Tyr Ser 

40 45 50 



aga 
Arg 


ata 
lie 


gaa 
Glu 
55 


gee 
Ala 


ata 
He 


aaa 
Lys 


att 
He 


caa 
Gin 
60 


ate 
He 


etc 
Leu 


agt 
Ser 


aag 
Lys 


ctg 
Leu 
65 


cgc 
Arg 


ctg 
Leu 


gaa 
Glu 


307 


aca 
Thr 


get 
Ala 
70 


cet 
Pro 


aac 
Asn 


ate 
He 


age 
Ser 


aaa 
Lys 
75 


gat 

Asp 


get 

Ala 


ata 
lie 


aga 
Arg 


caa 
Gin 
80 


ctt 
Leu 


ctg 
Leu 


cca 
Pro 


aga 
Arg 


355 


gcg 
Ala 
85 


cct 
Pro 


cca 
Pro 


etc 
Leu 


egg 
Arg 


gaa 
Glu 
90 


ctg 
Leu 


ate 
He 


gat 
Asp 


cag 
Gin 


tac 
Tyr 
95 


gac 
Asp 


gtc 
Val 


cag 
Gin 


agg 
Arg 


gat 
Asp 
100 


403 


gac 
Asp 


age 
Ser 


agt 
Ser 


gat 
Asp 


ggc 

Gly 
105 


tct 
Ser 


ttg 
Leu 


gaa 
Glu 


gat 
Asp 


gac 
Asp 

110 


gat 
Asp 


tat 
Tyr 


cae 
His 


get 
Ala 


ace 
Thr 
115 


aeg 
Thr 


451 


gaa 
Glu 


aca 
Thr 


ate 
lie 


att 
He 
120 


acc 
Thr 


atg 
Met 


cct 
Pro 


aca 
Thr 


gag 
Glu 
125 


tct 
Ser 


gac 
Asp 


ttt 
Phe 


eta 
Leu 


atg 
Met 
130 


caa 
Gin 


gcg 
Ala 


499 


|2fat 

m 


ggc 
Gly 


aag 
Lys 
135 


cec 
Pro 


aaa 
Lys 


tgt 
Cys 


tge 
Cys 


ttt 
Phe 
140 


ttt 
Phe 


aaa 
Lys 


ttt 
Phe 


age 
Ser 


tct 
Ser 
145 


aaa 
Lys 


ata 
He 


cag 
Gin 


547 




aac 
Asn 
150 


aaa 
Lys 


gta 
Val 


gta 
Val 


aaa 
Lys 


gee 
Ala 
155 


caa 
Gin 


ctg 
Leu 


tgg 
Trp 


ata 

He 


tat 
Tyr 
160 


etc 

Leu 


aga 
Arg 


cec 
Pro 


gtc 

Val 


595 

i 


'.i=aag 
5! Lys 
Q65 


act 
Thr 


cct 
Pro 


aca 
Thr 


aca 
Thr 


gtg 
Val 
170 


ttt 

Phe 


gtg 
Val 


caa 
Gin 


ate 
He 


ctg 
Leu 

175 


aga 
Arg 


etc 
Leu 


ate 
He 


aaa 
Lys 


cec 
Pro 
180 


643 


iiatg 


aaa 
Lys 


gac 
Asp 


ggt 
Gly 


aca 
Thr 
185 


agg 
Arg 


tat 
Tyr 


act 
Thr 


gga 
Gly 


ate 
He 
190 


ega 
Arg 


tct 
Seir 


ctg 
Leu 


aaa 
Lys 


ctt 
Leu 
195 


gac 
Asp 


691 


i > 

'^tg 
Met 


age 
Ser 


cca 
Pro 


ggc 
Gly 
200 


act 
Thr 


ggt 

Gly 


att 
He 


tgg 
Trp 


cag 
Gin 
205 


agt 
Ser 


att 
He 


gat 

Asp 


gtg 
Val 


aag 
Lys 
210 


aca 
Thr 


gtg 
Val 


739 


ttg 
Leu 


caa 
Gin 


aat 
Asn 
215 


tgg 
Trp 


etc 
Leu 


aaa 
Lys 


Gag 
Gin 


cet 
Pro 
220 


gaa 
Glu 


tec 
Ser 


aac 
Asn 


tta 
Leu 


ggc 
Gly 
225 


att 
lie 


gaa 
Glu 


ate 
He 


787 


aaa 
Lys 


get 
Ala 
230 


ttg 
Leu 


gat 
Asp 


gag 
Glu 


aat 
Asn 


ggc 
Gly 
235 


cat 
His 


gat 
Asp 


ctt 
Leu 


get 

Ala 


gta 
Val 
240 


acc 
Thr 


tte 
Phe 


cca 
Pro 


gga 
Gly 


835 


cca 
Pro 
245 


gga 
Glv 


gaa 
Glu 


gat 

Asi3 


ggg 

Glv 


ctg 
Leu 
250 


aat 
Asn 


cec 
Pro 


ttt 
Phe 


tta 
Leu 


gaa 
Glu 
255 


gtc 
Val 


aag 
Lvs 


gtg 

Val 


aca 
Thr 


gac 

Asp 
260 


883 


aca 
Thr 


cec 
Pro 


aag 
Lys 


agg 
Arg 


tee 
Ser 
265 


egg 
Arg 


aga 
Arg 


gac 
Asp 


ttt 
Phe 


ggg 

Gly 
270 


ctt 
Leu 


gac 
Asp 


tge 
Cys 


gat 

Asp 


gag 
Glu 
275 


cae 
His 


931 


tec 
Ser 


aeg 
Thr 


gaa 
Glu 


tee 
Ser 


egg 
Arg 


tge 
Cys 


tge 
Cys 


cgc 
Arg 


tac 
Tyr 


cec 
Pro 


etc 
Leu 


aeg 
Thr 


gtc 
Val 


gat 

Asp 


ttt 
Phe 


gaa 
Glu 


979 



260 ^ 285 290 



1 



p 



.1 ^ 



gcc ttt gga tgg gac tgg att ate gca ccc aaa aga tat aag gcc aat 1027 

Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr Lys Ala Asn 
295 300 305 

tac tgc tea gga gag tgt gaa ttt gtg ttt tta caa aaa tat ccg cat 1075 

Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys Tyr Pro His 

310 315 320 

act cat ctt gtg cac caa gca aac ccc aga ggc tea gca ggc cet tgc 1123 
Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala Gly Pro Cys 
325 330 335 340 

tgc act ccg aca aaa atg tct ccc att aat atg eta tat ttt aat ggc 1171 

Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr Phe Asn Gly 

345 350 355 

aaa gaa caa ata ata tat ggg aaa att cea gee atg gta gta gac cgc 1219 

Lys Glu Gin lie lie Tyr Gly Lyslle Pro Ala Met Val Val Asp Arg 

360 365 370 

igtgt ggg tgc tea tgagetttge attaggttag aaacttccca agtcatggaa 1271 
kS>/s Gly Cys Ser 



ffl 375 



^^gtcttccec teaatttcga aactgtgaat teaagcacca caggctgtag gecttgagta 1331 

: tgctctagta aegtaagcac aagctacagt gtatgaacta aaagagagaa tagatgcaat 13 91 

/^gttggcatt caaccaccaa aataaaccat aetataggat gttgtatgat ttccagagtt 1451 

Ijtttgaaatag atggagatca aattacattt atgtecatat atgtatatta caaetaeaat 1511 

^^fctaggcaagg aagtgagagc acatcttgtg gtctgctgag ttaggagggt atgattaaaa 1571 

ggtaaagtet tatttcctaa cagtttcact taatatttac agaagaatct atatgtagcc 1631 

Sttgtaaagt gtaggattgt tatcatttaa aaaeateatg tacacttata tttgtattgt 1691 

.^tacttggta agataaaatt ccacaaagta ggaatggggc cteacataca cattgccatt 1751 

p|^ctattataa ttggacaatc caccaeggtg ctaatgcagt gctgaatggc tcctactgga 1811 

ji;ctctcgata gaacactcta caaagtaega gtctctctct ccctteeagg tgcatctcca 1871 

^ftacacacagc actaagtgtt caatgeattt tetttaagga aagaagaate tttttttcta 1931 

;!%aggtcaaet ttcagtcaac tetagcacag cgggagtgac tgctgcatct taaaaggcag 1991 

^"^caaacagta ttcatttttt aatctaaatt tcaaaatcac tgtctgectt tatcacatgg 2051 

caattttgtg gtaaaataat ggaaatgact ggttctatca atattgtata aaagactctg 2111 

aaaeaattae atttatataa tatgtataea atattgtttt gtaaataagt gtctcctttt 2171 

atatttactt tggtatattt ttaeaetaat gaaatttcaa ateattaaag tacaaagaca 2231 

tgtcatgtat cacaaaaaag gtgactgett ctatttcaga gtgaattagc agattcaata 22 91 

gtggtcttaa aactctgtat gttaagatta gaaggttata ttacaatcaa tttatgtatt 2351 

ttttacatta tcaacttatg gtttcatggt ggctgtatct atgaatgtgg cteccagtca 2411 

aatttcaatg cceeaccatt ttaaaaatta caagcattae taaacatace aacatgtatc 2471 

taaagaaata caaatatggt atctcaataa cagctacttt tttattttat aatttgacaa 2531 

tgaatacatt tcttttattt acttcagttt tataaattgg aactttgttt ateaaatgta 2591 

ttgtaeteat agetaaatga aattatttct tacataaaaa tgtgtagaaa etataaatta 2651 

aagtgtttte acatttttga aaggc 2676 

<210> 4 

<211> 376 

<212> PRT 

<213> Mus musculus 

<400> 4 

Met Met Gin Lys Leu Gin Met Tyr Val Tyr lie Tyr Leu Phe Met Leu 

1 5 10 15 

lie Ala Ala Gly Pro Val Asp Leu Asn Glu Gly Ser Glu Arg Glu Glu 

20 25 30 



" 7 

Asn Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Ala Trp Arg Gin Asn 

35 40 45 

Thr Arg Tyr Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys 

50 55 60 

Leu Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Ala lie Arg Gin 
65 70 75 80 

Leu Leu Pro Arg Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp 

85 90 95 

Val Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr 

100 105 110 

His Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe 

115 120 125 

Leu Met Gin Ala Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser 

130 135 140 

Ser Lys lie Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr 
145 150 155 160 

Leu Arg Pro Val Lys Thr Pro Thr Thr Val Phe Val Gin lie Leu Arg 

165 170 175 

Leu lie Lys Pro Met Lys Asp Gly Thr Arg _Tyr Thr Gly He Arg Ser 

180 ^ 185 190 

Leu Lys Leu Asp* Met Ser Pro Gly Thr Gly lie Trp Gin Ser lie Asp 
n 195 200 205 

^gVal Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu 
i^. 210 215 220 

fGly lie Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val 
!r225 230 235 240 

^"^hr . Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val 
■"'^ 245 250 255 

l^ys Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp 
O 260 265 270 

El Cys Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr 
p 275 280 285 

,^al Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg 
=H 290 295 300 

'^Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin 
^fyoS 310 315 320 

l^ys Tyr Pro His^ Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser 
1^ 325 330 335 

Ala Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu 

340 345 350 

Tyr Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met 

355 360 365 

Val Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 5 

<211> 1131 

<212> DNA . - 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1) . . . (1128) 

<400> 5 

atg att caa aaa ccg caa atg tat gtt tat att tac ctg ttt gtg ctg 4 8 

Met lie Gin Lys Pro Gin Met Tyr Val Tyr lie Tyr Leu Phe Val Leu 
1 5 10 15 



att get get ggc cca gtg gat eta aat gag gac agt gag aga gag gcg 



96 



lie Ala Ala Gly Pro Val Asp Leu Asn Glu Asp Ser Glu Arg Giu Ala 

20 25 30 



aat gtg gaa aaa gag ggg ctg tgt aat gcg tgt gcg tgg aga caa aac 

Asn Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Ala Trp Arg Gin Asn 
35 40 .45 

aca agg tac tec aga ata gaa gcc ata aaa att caa ate etc agt aaa 

Thr Arg Tyr Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys 
50 55 60 

etc cgc ctg gaa aca gcg cct aac ate age aaa gat get ata aga caa 

Leu Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Ala He Arg Gin 

65 70 75 80 

ctt ctg ccc aga gcg cct eea etc egg gaa ctg ate gat cag tac gae 

Leu Leu Pro Arg Ala Pro Pro Leu Arg Glu Leu He Asp Gin Tyr Asp 

85 _ _ . 90 _ . - 95 

gte cag agg gat gac age agt gae gge tct ttg gaa gat gae gat tat 

Val Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr 
13 100 , 105 . 110 

Epscae get ace acg gaa aca ate att ace atg cct ace gag tct gac ttt 

pHis Ala Thr Thr Glu Thr He He Thr Met Pro Thr Glu Ser Asp Phe 
115 120 125 



3 



"^cta atg caa gcg gat gga aag eec aaa tgt tge ttt ttt aaa ttt age 

,^2Leu Met Gin Ala Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser 

ii? 130 13 5 14 0 

5; 

ijtet aaa ata cag tac aac aaa gtg gta aag gcc cag ctg tgg ata tat 

i^er Lys He Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp He Tyr 
lip.45 150 155 160 

jEptg aga gcc gte aag act cct aca aca gtg ttt gtg caa ate ctg aga 

•==teu Arg Ala Val Lys Thr Pro Thr Thr Val Phe Val Gin He Leu Arg 



165 170 175 



etc ate aaa cee atg aaa gac ggt aca agg tat ace gga ate ega tct 
Leu He Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly He Arg Ser 

180 185 ^ 190 

ctg aaa ctt gae atg age eea gge act ggt att tgg cag agt att gat 
Leu Lys Leu Asp Met Ser Pro Gly Thr Gly He Trp Gin Ser He Asp 
195 ' 200 205 

gtg aag aca gtg ttg caa aat tgg etc aaa cag cct gaa tec aac tta 
Val Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu 
210 215 220 

gge att gaa ate aaa get ttg gat gag aat ggg cat gat ctt get gta 
Gly He Glu He Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val 
225 230 235 240 

ace tte eea gga eea gga gaa gat ggg ctg aat ccc ttt tta gaa gte 
Thr Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val 

245 250 255 

aaa gta aca gae aea ccc aag agg tec egg aga gac ttt ggg ctt gac 



1 



" ."9 

Lys Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp 

260 265 270 

tgc gat gaa cac tec acg gaa teg egg tgc tgt ego tac cce etc acg 864 
Cys Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr 
275 280 285 

gtc gat ttc gaa gee ttt gga tgg gae tgg att att gea eee aaa aga 912 
Val Asp Phe Glu Ala Phe Gly Trp Asp Trp He He Ala Pro Lys Arg 
290 295 300 

tat aag get aat tae tgc tct gga gag tgt gaa ttt gtg ttc tta caa 960 
Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin 
305 310 315 320 

aaa tat ccg cat act cat ctt gtg cac caa gca aac ccc aga ggc teg 1008 
Lys Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser 

325 330 335 

gea ggc cet tgc tgc acg cea aca aaa atg tct ccc att aat atg eta 1056 

Ala Gly Pro Cys. Cys Thr Pro Thr Lys Met Ser Pro He Asn Met Leu 
P 340 345 350 

|ifat ttt aat ggc aaa gaa caa ata ata tat ggg aaa att cca gee atg 1104 

ffyr Phe Asn Gly Lys Glu Gin He lie Tyr Gly Lys He Pro Ala Met 

355 360 365 



gta gta gae egg tgt ggg tgc teg tga 1131 
^S'al Val Asp Arg Cys Gly Cys Ser 

1=^ 370 375 

Si 

~210> 6 ' 



p«211> 376 
'^212> PRT 

i^213> Rattus norvegicus 



' <400> 6 
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He 


Gin 


Lys 
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Gin 


Met 


Tyr 


Val 


Tyr 


He 


Tyr 


Leu 


Phe 


Val 


Leu 


1 








5 










10 










15 




He 


Ala 


Ala 


Gly 
20 


Pro 


Val 


Asp 


Leu 


Asn 
25 


Glu 


Asp 


Ser 


Glu 


Arg 
30 


Glu 


Ala 


Asn 


Val 


Glu 
35 


Lys 


Glu 


Gly 


Leu 


Cys 
40 


Asn 


Ala 


Cys 


Ala 


Trp 
45 


Arg 


Gin 


Asn 


Thr 


Arg 
50 


Tyr 


Ser 


Arg 


He 


Glu 
55 


Ala 


He 


Lys 


He 


Gin 
60 


He 


Leu 


Ser 


Lys 


Leu 


Arg 


Leu 


Glu 


Thr 


Ala 


Pro 


Asn 


He 


Ser 


Lys 


Asp 


Ala 


He 


Arg 


Gin 


65 










70 










75 










80 


Leu 


Leu 


Pro 


Arg 


Ala 
85 


Pro 


Pro 


Leu 


Arg 


Glu 
90 


Leu 


He 


Asp 


Gin 


Tyr 
95 


Asp 


Val 


Gin 


Arg 


Asp 
100 


Asp 


Ser 


Ser 


Asp 


Gly 
105 


Ser 


Leu 


Glu 


Asp 


Asp 
110 


Asp 


Tyr 


His 


Ala 


Thr 
115 


Thr 


Glu 


Thr 


He 


He 
120 


Thr 


Met 


Pro 


Thr 


Glu 
125 


Ser 


Asp 


Phe 


Leu 


Met 


Gin 


Ala Asp 


Gly 


Lys 


Pro 


Lys 


Cys 


Cys 


Phe 


Phe 


Lys 


Phe 


Ser 




130 










135 










140 










Ser 


Lys 


He 


Gin 


Tyr 


Asn 


Lys 


Val 


Val 


Lys 


Ala 


Gin 


Leu 


Trp 


He 


Tyr 


145 










150 










155 










160 


Leu 


Arg 


Ala 


Val 


Lys 
165 


Thr 


Pro 


Thr 


Thr 


Val 
170 


Phe 


Val 


Gin 


He 


Leu 
175 


Arg 



I 



I) 
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Leu lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser 

18G 185 190 

Leu Lys Leu Asp Met Ser Pro Gly Thr Gly lie Trp Gin Ser lie Asp 

195 200 205 

Val Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu 

210 215 220 

Gly lie Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val 
225 230 235 240 

Thr Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val 

245 250 255 

Lys Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp 

260 265 270 

Cys Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr 

275 280 285 

Val Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg 

290 295 300 

Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin 
305. _ _ _ 310 - 315 _ - - 320 

Lys Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser 

325 330 335 

Ala Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu 
1=^ 340 345 350 

■ jryr Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met 
S 355 360 365 

^al Val Asp Arg Cys Gly Cys Ser 
!^ 370 375 

'"4:210> 7 

i^i:211> 1128 

|p:212> DNA 

i? <213> Gallus gallus 

Q 

,g:220> 

4f:221> CDS 

^S:222> (1) . - . (1125) 

|^400> 7 

t=%tg caa aag ctg gca gtc tat gtt tat att tac ctg ttc atg cag ate 48 

Met Gin Lys Leu Ala Val Tyr Val Tyr lie Tyr Leu Phe Met Gin lie 
1 5 10 15 

9cg gtt gat ccg gtg get ctg gat ggc agt agt cag ccc aca gag aac 96 
Ala Val Asp Pro Val Ala Leu Asp Gly Ser Ser Gin Pro Thr Glu Asn 

20 25 30 

get gaa aaa gae gga ctg tgc aat get tgt acg tgg aga cag aat aca 144 
Ala Glu Lys Asp Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 
35 40 45 

aaa tee tee aga ata gaa gee ata aaa att eaa ate etc age aaa ctg 192 
Lys Ser Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 
50 55 60 

cgc ctg gaa caa gca cct aac att age agg gae gtt att aag cag ett 240 
Arg Leu Glu Gin Ala Pro Asn He Ser Arg Asp Val He Lys Gin Leu 
65 70 75 80 

tta ccc aaa get eet eca ctg cag gaa ctg att gat cag tat gat gte 288 
Leu Pro Lys Ala Pro Pro Leu Gin Glu Leu He Asp Gin Tyr Asp Val 

85 90 95 



11 

cag agg gac gac agt age gat ggc tct ttg gaa gac gat gac tat cat 336 

Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 

100 105 110 

gcc aca acc gag acg att ate aca atg cet acg gag tct gat ttt ctt 384 

Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe Leu 
115 ' 120 125 

gta caa atg gag gga aaa cca aaa tgt tgc ttc ttt aag ttt age tet 432 

Val Gin Met Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 

aaa ata eaa tat aac aaa gta gta aag gca caa tta tgg ata tac ttg 480 

Lys lie Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr Leu 

145 150 155 160 

^99 caa gtc eaa aaa ect aca acg gtg ttt gtg cag ate ctg aga etc 528 

Arg Gin Val Gln_ Lys Pro^Thr Thr Val Phe Val Gin lie Leu Arg Leu 

165 170 175 

C^tt aag ccc atg aaa gac ggt aca aga tat act gga att ega tct ttg 576 

^grie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly He Arg Ser Leu 

180 185 190 

]^aa ctt gac atg aac cca ggc act ggt ate tgg cag agt att gat . gtg 624 

1 Lys Leu Asp Met Asn Pro Gly Thr Gly He Trp Gin Ser He Asp Val 
."i 195 200 205 

l?=4ag aca gtg ctg eaa aat tgg etc aaa cag cct gaa tec aat tta ggc 672 

Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 

iiatc gaa ata aaa get ttt gat gag act gga cga gat ctt get gtc aca 72 0 

'ftle Glu lie Lys Ala Phe Asp Glu Thr Gly Arg Asp Leu Ala Val Thr 

^25 230 235 240 

'ttc cca gga cca gga gaa gat gga ttg aac cca ttt tta gag gtc aga 768 

Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Arg 

245 250 255 

gtt aca gac aca ccg aaa egg tec cgc aga gat ttt ggc ctt gac tgt 816 

Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Gys 

260 265 270 

gat gag cac tea acg gaa tec cga tgt tgt cgc tac ccg ctg aca gtg 864 

Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 

gat ttc gaa get ttt gga tgg gac tgg att ata gca ect aaa aga tac 912 

Asp Phe Glu Ala Phe Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr 
290 295 300 

aaa gcc aat tac tgc tec gga gaa tgc gaa ttt gtg ttt eta cag aaa 960 

Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 

305 310 315 320 



tac ccg cae act cac ctg gta cac caa gca aat ccc aga ggc tea gca 
Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 

325 330 335 



1008 



1 



12 



ggc cct tgc tgc aca ccc acc aag atg tec cct ata aac atg ctg tat 1056 
Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 

340 345 350 

ttc aat gga aaa gaa caa ata ata tat gga aag ata cca gcc atg gtt 1104 
Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met Val 
355 360 365 

gta gat cgt tgc ggg tgc tea tga 112 8 

Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 8 
<211> 374 
<212> PRT 

<213> Gallus gallus 



<400> 8 
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Met 


Glu 


Gly 
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Pro 


Lys 


Cys 


Cys 


Phe 


Phe 


Lys 


Phe 


Ser 


Ser 


Lys 




130 










135 










140 










He 


Gin 


Tyr 


Asn 


Lys 


Val 


Val 


Lys 


Ala 


Gin 


Leu 


Trp 


He 


Tyr 


Leu 


Arg 


145 










150 










155 










160 


Gin 


Val 


Gin 


Lys 


Pro 
165 


Thr 


Thr 


Val 


Phe 


Val 
170 


Gin 


He 


Leu 


Arg 


Leu 
175 


He 


Lys 


Pro 


Met 


Lys 
180 


Asp 


Gly 


Thr 


Arg 


Tyr 
185 


Thr 


Gly 


He 


Arg 


Ser 
190 


Leu 


Lys 


Leu 


Asp 


Met 
195 


Asn 


Pro 


Gly 


Thr 


Gly 
200 


lie 


Trp 


Gin 


Ser 


He 
205 


Asp 


Val 


Lys 


Thr 


Val 
210 


Leu 


Gin 


Asn 


Trp 


Leu 
215 


Lys 


Gin 


Pro 


Glu 


Ser 
220 


Asn 


Leu 


Gly 


He 


Glu 


He 


Lys 


Ala 


Phe 


Asp 


Glu 


Thr 


Gly 


Arg 


Asp 


Leu 


Ala 


Val 


Thr 


Phe 


225 
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240 


Pro 


Gly 


Pro 


Gly 


Glu 
245 


Asp 


Gly 


Leu 


Asn 


Pro 
250 


Phe 


Leu 


Glu 


Val 


Arg 
255 


Val 


Thr 


Asp 


Thr 


Pro 
2 60 


Lys 


Arg 


Ser 


Arg 


Arg 
2 65 


Asp 


Phe 


Gly 


Leu 


Asp 
270 


Cys 


Asp 


Glu 


His 


Ser 
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Thr 


Glu 


Ser 


Arg 


Cys 
280 


Cys 


Arg 


Tyr 


Pro 


Leu 
285 


Thr 


Val 


Asp 


Phe 


Glu 
290 


Ala 


Phe 


Gly 


Trp 


Asp 
295 


Trp 


He 


He 


Ala 


Pro 
300 


Lys 


Arg 
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Asn 


Tyr 


Cys 


Ser 


Gly 


Glu 


Cys 


Glu 


Phe 


Val 


Phe 


Leu 


Gin 


Lys 


Tyr 


305 










310 










315 










320 
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Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala Gly 

325 330 335 

Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr Phe 

340 345 350 

Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met Val Val 

355 360 365 

Asp Arg Cys Gly Cys Ser 
370 



<210> 9 
<211> 1128 
ic212> DNA . 
<213> Baboon 



<220> 

<221> CDS 

<222> (1) , . (1125) 

<4b0> 9 

atg caa aaa ctg caa etc tgt gtt tat att tac ctg ttt atg ctg att 
Met Gin Lys Leu Gin Leu Cys Val Tyr lie Tyr Leu Phe Met Leu lie 
1 5 10 15 



1 



t get ggt cca gtg gat eta aat gag aac agt gag eaa aaa gaa aat 
'^Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 

20 25 . 30 



1, a 

-3.C 



Btg gaa aaa gag ggg etg tgt aat gca tgt aet tgg aga caa aac act 
I^Val Glu Lys Glu Gly Leu- Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 

.35 40 45 



i^aa tct tea aga ata gaa gee att aaa ata caa ate etc agt aaa ctt 
^g^ys Ser Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 
50 55 60 



.£cgt ctg gaa aca get cct aac ate age aaa gat get ata aga eaa ctt 

jf^^g Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Ala lie Arg Gin Leu 

1==^ 65 70 75 80 

tta cec aaa gcg cct cca etc egg gaa ctg att gat eag tat gat gtc 

Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp Val 

85 90 95 

eag agg gat gac age age gat ggc tct ttg gaa gat gae gat tat cac 

Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 

100 105 110 

get aca aeg gaa aca ate att ace atg cct aca gag tct gat ttt tta 

Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe Leu 

115 120 125 

atg caa gtg gat gga aaa cec aaa tgt tgc ttc ttt aaa ttt age tct 

Met Gin Val Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 

130 135 140 

aaa ata caa tac aat aaa gtg gta aag gee caa eta tgg ata tat ttg 

Lys lie Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr Leu 

145 150 155 160 



aga cec gtc gag act cct aca aca gtg ttt gtg caa ate ctg aga etc 



Arg 



Pro Val Glu 



14 

Thr Pro Thr Thr Val Phe Val Gin 
165 170 



lie Leu Arg Leu 
175 



ate aaa cct atg aaa gac ggt aca agg tat act gga ate cga tct ctg 
lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 

180 185 190 

aaa ctt gac atg aac cca ggc act ggt att tgg cag age att gat gtg 
Lys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin Ser lie Asp Val 
195 200 205 

aag aca gtg ttg caa aat tgg etc aaa caa cct gaa tec aac tta ggc 
Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 

att gaa ata aaa get tta gat gag aat ggt cat gat ctt get gta ace 
lie Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
225 230 235 240 

ttc cca gga cca gga gaa gat ggg ctg aat cec ttt tta gag gtc aag 
Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Lys 
=s 245 250 255 



j^ta aca gac aca cec aaa aga tec aga agg gat ttt ggt ctt gac tgt 
'^al Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 

260 265 270 



, tfat gag eac tea aca gaa teg ega tge tgt cgt tac cct eta act gtg 
•%sp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
'"^ 275 280 285 



J; 

i^at ttt gaa get ctt gga tgg gat tgg att ate get cct aaa aga tat 

5p^sp phe Glu Ala Leu Gly Trp Asp Trp lie He Ala Pro Lys Arg Tyr 

jlj 290 295 300 

jtaag gee aat tac tge tct gga gag tgt gaa ttt gta ttt tta caa aaa 

"fpys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 

^"305 310 315 320 

tat cct cat act cat ctg gta eac caa gca aac cec aga ggt tea gea 
Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 

325 330 335 

ggc cct tge tgt act cec aca aag atg tct cca att aat atg eta tat 
Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro He Asn Met Leu Tyr 

340 345 350 

ttt aat ggc aaa gaa caa ata ata tat ggg aaa att cca gee atg gta 
Phe Asn Gly Lys Glu Gin He He Tyr Gly Lys He Pro Ala Met Val 
355 360 365 

gta gac cgc tge ggg tge tea tga 
Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 10 

<211> 375 

<212> PRT 

<213> Baboon 



1' 



" 15 



<400> 10 
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He 
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He 
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Ser 
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60 










Arq 


Leu 


Glu 


Thr 


Ala 


Pro 
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He 


Ser 
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He 


Arg 
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Leu 
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Lys 
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Pro 


Pro 


Leu 
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He 


Asp 
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Tyr 


Asp 


Val 
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Gin 


Arq 


Asp 


Asp 


Ser 


Ser 


Asp 


Gly 


Ser 


Leu 


Glu 


Asp 


Asp 


Asp 


Tyr 


His 
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105 










110 




• 


Ala 


Thr 


Thr 


Glu 


Thr 


He 


He 


Thr 


Met 


Pro 


Thr 


Glu 


Ser 


Asp 


Phe 


Leu 






115 










120 










125 








Met 


Gin 


Val 


Asp 


Gly 


Lys 


Pro- 


Lys 


Cys 


Cys 


Phe 


Phe 


Lys 


Phe 


Ser 


Ser 




130 










135 










140 










liVS 


lie 


Gin 


Tyr 


Asn 


Lys 


Val 


Val 


Lys 


Ala 


Gin 


Leu 


Trp 


He 


Tyr 


Leu 


j'^145 










150 










155 










160 




Pro 


Val 


Glu 


Thr 


Pro 


Thr 


Thr 


Val 


Phe 


Val 


Gin 


He 


Leu 


Arg 


Leu 










165 










170 










175 




2lle 

n ■ ._ 


Lys 


Pro 


Met 


Lys 


Asp 


Gly 


Thr 


Arg 


Tyr 


Thr 


Gly 


He 


Arg 


Ser 


Leu 


a 






180 










185 










190 








Leu 


Asp 


Met 


Asn 


Pro 


Gly 


Thr 


Gly 


He 


Trp 


Gin 


Ser 


He 


Asp 


Val 


■■''ia 




195 










200 










205 










Thr 


Val 


Leu 


Gin 


Asn 


Trp 


Leu 


Lys 


Gin 


Pro 


Glu 


Ser 


Asn 


Leu 


Gly 




210 










215' 










220 










!i lie 


Glu 


lie 


Lys 


Ala 


Leu 


Asp 


Glu 


Ash 


Gly 


His 


Asp 


Leu 


Ala 


Val 


Thr 


|g225 










230 










235 










240 


^he 


Pro 


Gly 


Pro 


Gly 


Glu 


Asp 


Gly 


Leu 


Asn 


Pro 


Phe 


Leu 


Glu 


Val 


Lys 










245 










250 










255 




^5/al 


Thr 


Asp 


Thr 


Pro 


Lys 


Arq 


Ser 


Arg 


Arg 


Asp 


Phe 


Gly 


Leu 


Asp 


Cys 








260 










265 










270 








Glu 


His 


Ser 


Thr 


Glu 


Ser 


Arg 


Cys 


Cys 


Arg 


Tyr 


Pro 


Leu 


Thr 


Val 






275 










280 










285 








Asp 


Phe 


Glu 


Ala 


Leu 


Gly 


Trp 


Asp 


Trp 


He 


He 


Ala 


Pro 


Lys 


Arg 


Tyr 




290 










295 










300 










Lys 


Ala 


Asn 


Tyr 


Cys 


Ser 


Gly 


Glu 


Cys 


Glu 


Phe 


Val 


Phe 


Leu 


Gin 


Lys 


305 










310 










315 










320 


Tyr 


Pro 


His 


Thr 


His 


Leu 


Val 


His 


Gin 


Ala 


Asn 


Pro 


Arg 


Gly 


Ser 


Ala 










325 










330 










335 




Gly 


Pro 


Cys 


Cys 


Thr 


Pro 


Thr 


Lys 


Met 


Ser 


Pro 


He 


Asn 


Met 


Leu 


Tyr 








340 










345 










350 






Phe 


Asn 


Gly 


Lys 


Glu 


Gin 


He 


He 


Tyr 


Gly 


Lys 


He 


Pro 


Ala 


Met 


Val 






355 










360 










365 








Val 


Asp 


Arg 


Cys 


Gly 


Cys 


Ser 





















370 375 



<210> 11 
<211> 1128 
<212> DNA 
<213> Bovine 

<220> 

<221> CDS 

<222> (1) . , . (1125) 



16 



<400> 11 

atg caa aaa ctg caa ate tct gtt tat att tac eta ttt atg etg att 
Met Gin Lys Leu Gin lie Ser Val Tyr lie Tyr Leu Phe Met Leu lie 
1^5 10 15 

gtt get ggc cca gtg gat ctg aat gag aac age gag cag aag gaa aat 
Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 

20 25 30 

gtg gaa aaa gag ggg ctg tgt aat gca tgt ttg tgg agg gaa aac act 
Val Glu Lys Glu Gly Leu Cys ;Asn Ala Cys Leu Trp Arg Glu Asn Thr 
35 40 45 

aca teg tea aga eta gaa gee ata aaa ate caa ate etc agt aaa ett 
Thr Ser Ser Arg Leu Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 
50 55 60 

cgc ctg gaa aca gct_ect aac ate age aaa gat get ate aga caa ett 
Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Ala lie Arg Gin Leu 
65 70 75 80 

=ittg eee aag get cct cca etc ctg gaa ctg att gat eag ttc gat gtc 



PjLeu Pro Lys Ala Pro Pro Leu Leu Glu Leu lie Asp Gin Phe Asp Val 

85 90 95 



'j^^eag aga gat gee age agt gac ggc tec ttg gaa gae gat gae tac eac 
^"^Gln Arg Asp Ala Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Ty^ 

100 105 110 



5 3 



<^cc agg acg gaa acg gtc att ace atg ccc acg gag tct gat ett eta 

!i Ala Arg Thr Glu Thr Val lie Thr Met Pro Thr Glu Ser Asp Leu' Leu 

O 

\isLcg caa gtg gaa gga aaa cec aaa tgt tgc ttc ttt aaa ttt age tct 

SThr Gin Val Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 

^ 130 135 140 



5 



^aag ata caa tac aat aaa eta gta aag gee caa ctg tgg ata tat ctg 

Lys lie Gin Tyr Asn Lys Leu Val Lys Ala Gin Leu Trp lie Tyr Leu 

145 150 155 160 

agg cct gtc aag act cct gcg aca gtg ttt gtg caa ate ctg aga etc 

Arg Pro Val Lys Thr Pro Ala Thr Val Phe Val Gin lie Leu Arg Leu 

165 170 175 

ate aaa eee atg aaa gae ggt aca agg tat act gga ate ega tct ctg 

lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 

180 185 190 

aaa ett gae atg aac cca ggc act ggt att tgg cag age att gat gtg 

Lys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin Ser lie Asp Val 

195 200 205 

aag aca gtg ttg cag aac tgg etc aaa caa cct gaa. tec aac tta ggc 

Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 



att gaa ate 
lie Glu lie 
225 



aaa get tta gat gag aat ggc eat gat ett get gta ace 
Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
230 235 240 



1' 



f < 



17 



ttc cca gaa cca gga gaa gat gga ctg act ccc ttt tta gaa gtc aag 768 
Phe Pro Glu Pro Gly Glu Asp Gly Leu Thr Pro Phe Leu Glu Val Lys 

245 250 255 

gta aca gac aca cca aaa aga tct agg aga gat ttt ggg ctt gat tgt 816 
Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 

260 265 270 

gat gaa cac tec aca gaa tct cga tgc tgt cgt tac cct eta act gtg 864 
Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 

gat ttt gaa get ttt gga tgg gat tgg att att gea cct aaa aga tat 912 
Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 
290 295 300 

aag gee aat tac tgc tct gga gaa tgt gaa ttt gta ttt ttg caa aag ^ 960 
Lys Ala Asn Tyr Cys Ser Gly^Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 315 320 



gtat cct cat ace eat ctt gtg eae caa gea aac ccc aga ggt tea gee 1008 
■^Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 

10 325 330 335 

ccc tgc tgt act cct aca aag atg tct cca att aat atg eta tat 1056 

;™iGly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 

'^'H 340 345 350 

i s 1 

Gttt aat ggc gaa gga caa ata ata tac ggg aag att cca gee atg gta 1104 
s; Phe Asn Gly Glu Gly Gin lie lie Tyr Gly Lys He Pro Ala Met Val 
0 355 . 360 365 

11 gta gat egc tgt ggg tgt tea tga 112 8 
'^al Asp Arg Cys Gly Cys Ser 

g 370 375 



<210> 12 

<211> 375 

<212> PRT 

<213> Bovine 

<400> 12 

Met Gin Lys Leu Gin He Ser Val Tyr He Tyr Leu Phe Met Leu He 

1 5 10 15 

Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 

20 25 30 

Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Leu Trp Arg Glu Asn Thr 

35 40 45 

Thr Ser Ser Arg Leu Glu Ala He Lys He Gin He Leu Ser Lys Leu 

50 55 60 

Arg Leu Glu Thr Ala Pro Asn He Ser Lys Asp Ala He Arg Gin Leu 
65 70 75 . 80 

Leu Pro Lys Ala Pro Pro Leu Leu Glu Leu He Asp Gin Phe Asp Val 

85 > 90 95 

Gin Arg Asp Ala Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 

100 105 110 

Ala Arg Thr Glu Thr Val He Thr Met Pro Thr Glu Ser Asp Leu Leu 
115 120 125 



18 

Thr Gin Val Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 

130 135 140 

Lys lie Gin Tyr Asn Lys Leu Val Lys Ala Gin Leu Trp lie Tyr Leu 
145 150 155 160 

Arg Pro Val Lys Thr Pro Ala Thr Val Phe Val Gin lie Leu Arg Leu 

165 170 175 

lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 

180 185 190 

Lys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin Ser lie Asp Val 

195 200 205 

Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 

210 215 220 

He Glu He Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
225 230 235 240 

Phe Pro Glu Pro Gly Glu Asp Gly Leu Thr Pro Phe Leu Glu Val Lys 

245 250 255 

Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 

260 265 270 

Asp Glu His Ser Thr Glu" Ser Arg Cys Cys" Arg Tyr Pro Leu Thr Val 

275 280 285 

Asp Phe Glu Ala Phe Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr 
290 295 300 

.Tfjys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
'fe05 310 315 320 

■^Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 

325 330 335 

^'^Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 

340 345 350 

!^JPhe Asn Gly Glu Gly Gin He He Tyr Gly Lys He Pro Ala Met Val 
O 355 360 365 

;j Val Asp Arg Cys Gly Cys Ser 
|3 3 7 0 3 75 

;ri<210> 13 
"Hi211> 1128 
*t<212> DNA 
C<213> Porcine 

1=^ ■ ■ 

<220> 

<221> CDS 

<222> (1) . . . (1125) 

<400> 13 

atg caa aaa ctg caa ate tat gtt tat att tac ctg ttt atg ctg att 48 
Met Gin Lys Leu Gin He Tyr Val Tyr He Tyr Leu Phe Met Leu He 
15 10 15 

gtt get ggt ece gtg gat etg aat gag aac age gag eaa aag gaa aat 96 
Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 

20 25 30 

gtg gaa aaa gag ggg ctg tgt aat gea tgt atg tgg aga caa aac act 144 
Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Met Trp Arg Gin Asn Thr 
35 40 45 

aaa tet tea aga eta gaa gee ata aaa att eaa ate etc agt aaa ctt 192 
Lys Ser Ser Arg Leu Glu Ala He Lys He Gin He Leu Ser Lys Leu 
50 55 60 



ege ctg gaa aca get cet aac att age aaa gat get ata aga eaa ctt 



240 



19 

Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Ala lie Arg Gin Leu 
65 70 75 80 

ttg ccc aaa get cct cca etc egg gaa etg att gat eag tac gat gtc 
Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp Val 

85 90 95 

cag aga gat gac age agt gat ggc tec ttg gaa gat gat gat tat cac 
Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 

100 105 110 

get aeg acg gaa acg ate att ace atg cct aca gag tct gat ett eta 
Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Leu Leu 
115 120 125 

atg caa gtg gaa gga aaa ccc aaa tge tgc tte ttt aaa ttt age tct 
Met Gin Val Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 

aaa ata caa tac aat aaa gta gta aag gee caa ctg tgg ata tat etg 
Lys lie Gin Tyr Asn Lys Val Val, Lys Ala Gin Leu Trp lie Tyr Leu 
1^45 150 . * 155 160 

?S ■ 

/£^ga ccc gtc aag act cct aca aca gtg ttt gtg caa ate ctg aga etc 

^•3\.rg Pro Val Lys Thr Pro Thr Thr Val Phe Val Gin lie Leu Arg Leu 

165 170 175 



'Sktc aaa ccc atg aaa gac ggt aca agg tat act gga ate cga tct ctg 

l^le Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 

O 180 185 190 

i^aa ett gac atg aac cca gge act ggt att tgg cag age att gat gtg 

^Sjys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin Ser lie Asp Val 

195 200 205 

s 5 a 
a fc? 

;^a^g aca gtg ttg caa aat tgg etc aaa caa cct gaa tec aac tta ggc 

SSLys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 



3 „ l„ 



210 215 220 



att gaa ate aaa get tta gat gag aat ggt cat gat ett get gta ace 
lie Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
225 230 235 , 240 

tte cea gga cca gga gaa gat ggg ctg aat ccc ttt tta gaa gtc aag 
Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Lys 

245 250 255 

gta aca gac aca cea aaa aga tec agg aga gat ttt gga etc gac tgt 
Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 

260 265 270 

gat gag cac tea aca gaa tct cga tge tgt cgt tac cct eta act gtg 
Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 

gat ttt gaa get ttt gga tgg gac tgg att att gea ccc aaa aga tat 
Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 
290 295 300 

aag gee aat tac tge tct gga gag tgt gaa ttt gta ttt tta caa aaa 



" 20 

Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 315 320 

tac cct cac act cat ctt gtg cac caa gca aac ccc aga ggt tea gca 
Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 

325 330 335 

ggc ccc tgc tgt act ccc aca aag atg tct cca ate aat atg eta tat 
Gly Pro Cys Gys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 

340 345 350 

ttt aat ggc aaa gaa caa ata ata tat ggg aaa att cca gee atg gta 
Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met Val 
355 360 365 

gta gat cgc tgt ggg tgc tea tga 
Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 14 
i^211> 375 
;S<212> PRT 
|2<213> Porcine 



;r<400> 14 




















_ 










Gin 


jj y o 


Leu 


Gin 


He 


Tyr 


Val 


Tyr 


He 


Tyr 


Leu 


Phe 


Met 


Leu 


He 


1 








5 










10 










15 






Ala 


Gly 


Pro 


Val 


Asp 


Leu 


Asn 


Glu 


Asn 


Ser 


Glu 


Gin 


Lys 


Glu 


Asn 








20 










25 










30 






ai Val 


Glu 


Lys 


Glu 


Gly 


Leu 


Cys 


Asn 


Ala 


Cys 


Met 


Trp 


Arg 


Gin 


Asn 


Thr 






35 










40 










45 








rLys 


Ser 


Ser 


Arg 


Leu 


Glu 


Ala 


He 


Lys 


He 


Gin 


He 


Leu 


Ser 


Lys 


Leu 


lli 


50 










55 










60 










^rg 


Leu 


Glu 


Thr 


Ala 


Pro 


Asn 


He 


Ser 


Lys 


Asp 


Ala 


He 


Arg 


Gin 


Leu 


'S65 










70 










75 










80 


]s4jeu 


Pro 


Lys 


Ala 


Pro 


Pro 


Leu 


Arg 


Glu 


Leu 


He 


Asp 


Gin 


Tyr 


Asp 


Val 








85 










90 










95 




Gin 


Arg 


Asp 


Asp 
100 


Ser 


Ser 


Asp 


Gly 


Ser 
105 


Leu 


Glu 


Asp 


Asp 


Asp 
110 


Tyr 


His 


Ala 


Thr 


Thr 
115 


Glu 


Thr 


He 


He 


Thr 
120 


Met 


Pro 


Thr 


Glu 


Ser 
125 


Asp 


Leu 


Leu 


Met 


Gin 
130 


Val 


Glu 


Gly 


Lys 


Pro 
135 


Lys 


Cys 


Cys 


Phe 


Phe 
14 0 


Lys 


Phe 


Ser 


Ser 


Lys 


He 


Gin 


Tyr 


Asn 


Lys 


Val 


Val 


Lys 


Ala 


Gin 


Leu 


Trp 


He 


Tyr 


Leu 


145 










150 










155 










160 


Arg 


Pro 


Val 


Lys 


Thr 
165 


Pro 


Thr 


Thr 


Val 


Phe 
170 


Val 


Gin 


He 


Leu 


Arg 
175 


Leu 


He 


Lys 


Pro 


Met 
180 


Lys 


Asp 


Gly 


Thr 


Arg 
185 


Tyr 


Thr 


Gly 


He 


Arg 
190 


Ser 


Leu 


Lys 


Leu 


Asp 
195 


Met 


Asn 


Pro 


Gly 


Thr 
200 


Gly 


lie 


Trp 


Gin 


Ser 
205 


He 


Asp 


Val 


Lys 


Thr 
210 


Val 


Leu 


Gin 


Asn 


Trp 
215 


Leu 


Lys 


Gin 


Pro 


Glu 
220 


Ser 


Asn 


Leu 


Gly 


He 


Glu 


He 


Lys 


Ala 


Leu 


Asp 


Glu 


Asn 


Gly 


His 


Asp 


Leu 


Ala 


Val 


Thr 


225 










230 










235 










24 0 


Phe 


Pro 


Gly 


Pro 


Gly 
245 


Glu 


Asp 


Gly 


Leu 


Asn 
250 


Pro 


Phe 


Leu 


Glu 


Val 
255 


Lys 


Val 


Thr 


Asp 


Thr 
260 


Pro 


Lys 


Arg 


Ser 


Arg 
265 


Arg 


Asp 


Phe 


Gly 


Leu 
270 


Asp 


Cys 



21 

Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 

275 280 285 

Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 

290 295 300 

Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 315 320 

Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 

325 330 335 

Gly- Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 

340 345 350 

Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met Val 

355 360. 365 

Val Asp Arg Cys Gly Cys Ser 
370 375 

<210> 15 
<211> 1128 
<212> DNA 

<213> Ovine _ 



<220> 
i^22X> CDS 
■1<222> (1) 



(1125) 



?^400> 15 

:fetg caa aaa ctg eaa ate ttt gtt tat att tac eta ttt atg ctg ctt 
i%et Gin Lys Leu Gin lie Phe Val Tyr lie Tyr Leu Phe Met Leu Leu 

Hi ■ ' S 10 15 

l^tt get ggc cca gtg gat ctg aat gag aac age gag cag aag gaa aat 
h; Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 
3^ 20 2 5 3 0 



48 



96 



:^9tg gaa aaa aag ggg ctg tgt aat gca tgc ttg tgg aga caa aac aat 
^S/'al Glu Lys Lys Gly Leu Cys Asn Ala Cys Leu Trp Arg Gin Asn Asn 



-3 ITtjTET 



35 



40 



45 



l^aa tec tea aga eta gaa gee ata aaa ate eaa ate etc agt aag ett 
Lys Ser Ser Arg Leu Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 
50 55 60 



144 



192 



egc ctg gaa aea get cet aac ate age aaa gat get ata aga caa ett 
Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Ala lie Arg Gin Leu 
65 70 75 80 



240 



ttg ecc aag get cet cca etc egg gaa ctg att gat cag tac gat gtc 
Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp Val 

85 90 95 



288 



cag aga gat gac age age gae ggc tec ttg gaa gae gat gae tac cac 
Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 

100 105 110 



336 



gtt aeg aeg gaa aeg gtc att ace atg ecc acg gag tet gat ctt eta 
Val Thr Thr Glu Thr Val lie Thr Met Pro Thr Glu Ser Asp Leu Leu 
115 120. 125 



384 



gca gaa gtg caa gaa aaa ecc aaa tgt tgc tte ttt aaa ttt age tet 
Ala Glu Val Gin Glu Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 14 0 



432 



if 



aag ata caa cac aat aaa gta gta aag gcc caa ctg tgg ata tat ctg 
Lys lie Gin His Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr Leu 
145 150 155 160 



480 



aga cct gtc aag 
Arg Pro Val Lys 



act cct aca aca gtg ttt gtg caa ate 
Thr Pro Thr Thr Val Phe Val Gin lie 
165 170 



ctg aga etc 
Leu Arg Leu 
175 



528 



ate aaa ccc atg aaa gac ggt aca agg tat act gga ate ega tct ctg 
lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 

180 185 190 



576 



aaa ett gac atg aac cea ggc act ggt att tgg eag 
Lys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin 
195 200 



age att gat gtg 
Ser lie Asp Val 
205 



624 



aag aca gtg ttg caa aac tgg etc aaa caa cct gaa tec, aac tta ggc 
Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 



672 



a^tt gaa ate aaa get tta gat gag aat ggt eat gat ctt get gta acc 
^^le Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 



230 



235 



240 



720 



s^tc cea gaa cea gga gaa gaa gga ctg aat cct ttt tta gaa gtc aag 

{T>he Pro Glu Pro Gly Glu Glu Gly Leu Asn Pro Phe Leu Glu Val Lys 
[""i 245 250 255 

\^ta aca gac aca cea aaa aga tct agg aga gat ttt ggg ctt gat tgt 

ii Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 



260 



26 5 



270 



3 ' 



|f|pat gag cac tec aca gaa tct ega tgc tgt cgt tac cct eta act gtg 
^sp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 



1 ^jmn? 



275 



280 



285 



'"gat ttt gaa get ttt gga tgg gat tgg att att gca cct aaa aga tat 
Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 
290 2 95 3 00 



768 



816 



864 



912 



aag gcc aat tac tgc tct gga gaa tgt gaa ttt tta ttt ttg caa aag 
Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Leu Phe Leu Gin Lys 
305 310 315 320 



960 



tat cct cat acc cat ctt gtg cac caa gca aac ccc aaa ggt tea gee 
Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Lys Gly Ser Ala 

325 330 335 



1008 



gge cct tgc tgt act cct aca aag atg tct cea att aat atg eta tat 
Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu' Tyr 

340 345 350 



1056 



ttt aat ggc aaa gaa caa ata ata tat ggg aag att cea ggc atg gta 
Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Gly Met Val 
355 360 365 



1104 



gta gat cge tgt ggg tgc tea 
Val Asp Arg Cys Gly Cys Ser 
370 375 



tga 



1128 



I \ 

23 



<210> 16 
<211> 375 
<212> PRT 
<213> Ovine 

<400> 16 



Met 


Gin 


Lvs 


Leu 


Gin 


lie 


Phe 


Val 


Tyr 


He 


Tyr 


Leu 


Phe 


Met 


Leu 


Leu 


1 








5 










10 










15 




Val 


Ala 


Glv 


Pro 
20 


Val 


Asp 


Leu 


Asn 


Glu 
25 


Asn 


Ser 


Glu 


Gin 


Lys 
30 


Glu 


Asn 


Val 


Glu 


Lys 
35 


Lys 


Gly 


Leu 


Cys 


Asn 
40 


Ala 


Cys 


Leu 


Trp 


Arg 
45 


Gin 


Asn 


Asn* 


Lvs 


Ser 
50 


Ser 


Arcj 


Leu 


Glu 


Ala 

55 


He 


Lys 


He 


Gin 


He 
60 


Leu 


Ser 


Lys 


Leu 


A I'd 


Lieu 


Glu 


Thr 


Ala 


Pro 


Asn 


He 


Ser 


Lvs 


Asp 


Ala 


He 


Arg 


Gin 


Leu 


65 










70 










75 










80 


Leu 


Pro 


Lvs 


Ala 


Pro 


Pro 


Leu 


Ara 


Glu 


Leu 


He 


Asp 


Gin 


Tyr 


Asp 


Val 










85 










90 










95 




Gin 


Ara 


Aso 


ASD 


Ser 


Ser 


Asp 


Gly 

•* 


Ser 


Leu 


Glu 


Asp 


Asp 


Asp 


Tyr 


His 


isiVal 






100 










105 










110 






Thr 


Thr 


Glu 


Thr 


Val 


lie 


Thr 


Met 


Pro 


Thr 


Glu 


Ser 


Asp 


Leu 


Leu 




115 










120 










125 








s « a 

— A 1 a 


Glu 


Val 


Gin 


Glu 


Lvs 


Pro 


Lvs 


Cys 


Cvs 


Phe 


Phe 


Lys 


Phe 


Ser 


Ser 


II ■ ■ 


130 










135 










140 












lie 


Gin 


His 

XX ^7 


Asn 

*»-*J XX 


Lvs 


Val 


Val 


Lys 


Ala 


Gin 


Leu 


Trp 


He 


Tyr 


Leu 


-^145 










150 










155 










160 


S , £ 


P7"r> 


Val 


TjVS 


Thr 

^ xx^ 


Pro 


Thr 


Thr 


Val 


Phe 


Val 


Gin 


He 


Leu 


Arg 


Leu 










165 










170 










175 




r. Tie 

B t J- -L ^ 


TjVS 


Pro 


Met 


Lvs 


ASD 


Glv 


Thr 


Ara 


Tvar 


Thr 


Gly 


He 


Arg 


Ser 


Leu 


3 t 






180 










185 










190 






H^Lvs 


Leu 


ASD 


Met 


Asn 


Pro 


Glv 


Thr 


Gly 


He 


Trp 


Gin 


Ser 


He 


Asp 


Val 


1 5 S 




195 










200 










205 








ThT 


Val 


Leu 


Gin 

XX 


Asn 


TrD 


Leu 


Lvs 


Gin 


Pro 


Glii 


Ser 


Asn 


Leu 


Gly 


* iff" 


210 










215 










220 










3" ■? 

^ . 


Glu 


lie 

-1- -L- Vta* 


TjVS 


Ala 


Leu 


ASD 


Glu 


Asn 


Gly 


His 


Asp 


Leu 


Ala 


Val 


Thr 


i'^25 










23 0 










2 35 










240 


Phe 


Pro 


Glu 


Pro 


Glv 
245 


Glu 


Glu 


Gly 


Leu 


Asn 
250 


Pro 


Phe 


Leu 


Glu 


Val 
255 


Lys 




X 11 XT 




X III. 

260 


Ir 1. 






w ^ 


265 




Asn 


Phe 


Glv 


Leu 
270 


ASD 


Cys 


Asp 


Glu 


His 
275 


Ser 


Thr 


Glu 


Ser 


Arg 
280 


Cys 


Cys 


Arg 


Tyr 


Pro 
285 


Leu 


Thr 


Val 


Asp 


Phe 
290 


Glu 


Ala 


Phe 


Gly 


Trp 
295 


Asp 


Trp 


He 


He 


Ala 
300 


Pro 


Lys 


Arg 


Tyr 


Lys 


Ala 


Asn 


Tyr 


Cys 


Ser 


Gly 


Glu 


Cys 


Glu 


Phe 


Leu 


Phe 


Leu 


Gin 


Lys 


305 










310 










315 










32 0 


Tyr 


Pro 


His 


Thr 


His 


Leu 


Val 


His 


Gin 


Ala 


Asn 


Pro 


Lys 


Gly 


Ser 


Ala 








325 










330 










335 




Gly 


Pro 


Cys 


Cys 
340 


Thr 


Pro 


Thr 


Lys 


Met 
345 


Ser. 


Pro 


He 


Asn 


Met 
350 


Leu 


Tyr 


Phe 


Asn 


Gly 
355 


Lys 


Glu 


Gin 


He 


He 
360 


Tyr 


Gly 


Lys 


lie 


Pro 
365 


Gly 


Met 


Val 


Val 


Asp 
370 


Arg 


Cys 


Gly 


Cys 


Ser 
375 





















<210> 17 
<211> 1128 
<212> DNA 



24 

<213> Meleagris gallopavo 

<220> 

<221> CDS 

<222> (1) . . . (1125) 

<400> 17 

atg caa aag eta gca gtc tat gtt tat att tac ctg ttc atg cag att 4 8 

Met Gin Lys Leu Ala Val Tyr Val Tyr He Tyr Leu Phe Met Gin He 
1 5 10 15 

tta gtt cat ccg gtg get ett gat ggc agt agt eag ccc aca gag aac 96 
Leu Val His Pro Val Ala Leu Asp Gly Ser Ser Gin Pro Thr Glu Asn 

20 25 3 0 

get gaa aaa gae gga etg tge aat get tgc acg tgg aga eag aat act 144 
Ala Glu Lys Asp Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 

35 40 45 _ „ 

aaa tec tec aga ata gaa gee ata aaa att caa ate etc age aaa ctg 192 

Lys Ser Ser Arg He Glu Ala He Lys He Gin lie Leu Ser Lys Leu 

O 50 55 60 

l^egc ctg gaa caa gca cct aac att age agg gad gtt att aaa caa ett 24 0 

•^Arg Leu Glu Gin Ala Pro Asn He Ser Arg Asp Val He Lys Gin Leu 

65 70 75 80 

''Mtta ccc aaa get cct ccg ctg cag gaa ctg att gat cag tat gae gtc 288 
f^Leu Pro Lys Ala Pro Pro Leu Gin Glu Leu He Asp Gin Tyr Asp Val 
|3 85 90 95 



i^sbcag aga gae gae agt age gat ggc tct ttg gaa gae gat gae tat cat 33 6 

'pGln Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 

T- 100 105 110 

\v 

*^cc aca acc gaa acg att ate aca atg cct acg gag tct gat ttt ett 3 84 

l3vla Thr Thr Glu Thr He He Thr Met Pro Thr Glu Ser Asp Phe Leu 
|i 115 120 125 

gta caa atg gag gga aaa cea aaa tgt tgc ttc ttt aag ttt age tct 432 

Val Gin Met Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 

aaa ata caa tat aac aaa gta gta aag gca caa tta tgg ata tac ttg 4 80 

' Lys He Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp He Tyr Leu 
145 150 155 160 

agg caa gtc caa aaa cct aca acg gtg ttt gtg cag ate etg aga etc 528 

Arg Gin Val Gin Lys Pro Thr Thr Val Phe Val Gin He Leu Arg Leu 

165 170 175 

att aaa ccc atg aaa gae ggt aca aga tat act gga att cga tct ttg 576 

He Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly He Arg Ser Leu 

180 185 190 

aaa ett gae atg aac cea ggc act ggt ate tgg cag agt att gat gtg 624 

Lys Leu Asp Met Asn Pro Gly Thr Gly He Trp Glh Ser He Asp Val 
195 200 205. 



aag aca gtg ttg caa aat tgg etc aaa cag cct gaa tec aat tta ggc 



672 



'25 

Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 



s ■ a 



ate gaa ata aaa get ttt gat gag aat gga cga gat ett get gta aca 
lie Glu He Lys Ala Phe Asp Glu Asn Gly Arg Asp Leu Ala Val Thr 
225 230 235 240 

tte eea gga cea ggt gaa gat gga etg aac cca ttt tta gag gtc aga 
Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Arg 

245 250 255 

gtt aca gac aea cea aaa egg tec cgc aga gat ttt ggc ett gac tgc 
Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 

260 265 270 

gac gag cac tea acg gaa tct cga tgt tgt cgc tac ccg etg aca gtg 
Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 

gat ttt gaa get ttt gga tgg gac tgg att ata gea cet aaa aga tae 
Asp Phe Glu Ala Phe Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr 
290 295 300 



Jf^aa gee aat tae tgc tct gga gaa tgt gaa ttc gta ttt eta eag aaa 

'pLys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
«p305 310 315 320 

'stac ccg cac act eac etg gta cac caa gea aat cca aga ggc tea gea 

Ijjryr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 

Q ^25 330 335 

SI 

I'^gc cet tgc tgc aca cec ace aag atg tec cct ata aac atg etg tat 

p31y Pro Cys Cys Thr Pro Thr Lys Met Ser Pro He Asn Met Leu Tyr 

340 345 350 



H 1» A 

3 ^ 



:*fttc aat gga aaa gaa caa ata ata tat gga aag ata cca gee atg gtt 



^~l>he Asn Gly Lys Glu Gin He He Tyr Gly Lys He Pro Ala Met Val 



s 



355 360 365 



gta gat cgt tgc ggg tgc tea tga 
Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 18 
<211> 375 
<212> PRT 

<213> Meleagris gallopavo 



<400> 18 

Met Gin Lys Leu Ala Val Tyr Val Tyr He Tyr Leu Phe Met Gin He 

15 10 15 

Leu Val His Pro Val Ala Leu Asp Gly Ser Ser Gin Pro Thr Glu Asn 

20 25 30 

Ala Glu Lys Asp Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 

35 40 45 

Lys Ser Ser Arg He Glu Ala lie Lys He Gin He Leu Ser Lys Leu 

50 55 60 

Arg Leu Glu Gin Ala Pro Asn He Ser Arg Asp Val He Lys Gin Leu 
65 70 75 80 



I 



'26 

Leu Pro Lys Ala Pro Pro Leu Gin Glu Leu lie Asp Gin Tyr Asp Val 

85 90 95 

Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 

100 105 110 

Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe Leu 

115 120 125 

Val Gin Met Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 

130 135 140 

Lys lie Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr Leu 
145 150 155 160 

Arg Gin Val Gin Lys Pro Thr Thr Val Phe Val Gin lie Leu Arg Leu 

165 170 175 

lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 

180 185 190 

Lys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin Ser lie Asp Val 

195 200 205 

Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 

210 215 220 

lie Glu lie Lys Ala Phe Asp Glu Asn Gly Arg Asp Leu Ala Val Thr 
225 230 235 240 

Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Arg 

245 250 255 

'^Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 

260 265 270 

^^Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
;P 275 280 285 

i==^Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 
''""4 290 295 300 

f^ys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
|p305 310 315 320 

5: Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 

325 330 335 

'gGly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 
4= 340 345 ' 350 

■^he Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met Val 
"1=^ 355 360 365 

i^Val Asp Arg Cys Gly Cys Ser 
37 0 3 75 

<210> 19 

<211> 1125 

<212> DNA 

<213> Danio rerio 

<220> 

<221> CDS 

<222> (1) . . . (1122) 

<400> 19 

atg cat ttt aca cag gtt tta att tct eta agt gta tta att gca tgt 
Met His Phe Thr Gin Val Leu lie Ser Leu Ser Val Leu lie Ala Cys 
15 10 15 

ggt cca gtg ggt tat gga gat ata acg gcg cac cag cag cct tec aca 
Gly Pro Val Gly Tyr Gly Asp lie Thr Ala His Gin Gin Pro Ser Thr 

20 25 ' 30 

gcc acg gag gaa age gag etg tgt tec aca tgt gag ttc aga caa cac 
Ala Thr Glu Glu Ser Glu Leu Cys Ser Thr Cys Glu Phe Arg Gin His 
35 40 45 



48 



96 



144 



27 

age aag ctg atg aga ctg cat gcc ate aag tec caa att ctt age aaa 
Ser Lys Leu Met Arg Leu His Ala lie Lys Ser Gin lie Leu Ser Lys 
50 55 60 

etc ega etc aag cag get cca aac ate age egg gac gtg gte aag eag 
Leu Arg Leu Lys Gin Ala Pro Asn lie Ser Arg Asp Val Val Lys Gin 
65 70 75 80 

Ctg tta ecc aaa gea ceg eet ttg caa caa ett ctg gat eag tac gat 
Leu Leu. Pro Lys Ala Pro Pro Leu Gin Gin Leu Leu Asp Gin Tyr Asp 

85 90 95 

gtt tta gga gat gae agt aag gat gga get gtg gaa gag gac gat gaa 
Val Leu Gly Asp Asp Ser Lys Asp Gly Ala Val Glu Glu Asp Asp Glu 

100 105 110 

cat gcc acc aca gag ace ate atg ace atg gee aca gaa cct gac ecc 
His Ala Thr Thr Glu- Thr lie Met Thr Met Ala Thr Glu Pro Asp Pro 
115 120 125 

^:,att gtt caa gta gat egg aaa ceg aag tgt tgc ttt ttc tec tte agt 
^'^Ile Val Gin Val Asp Arg Lys Pro Lys Cys Cys Phe Phe Ser Phe< Ser 
130 135 140 

^rccg aag ate caa geg aac egg ate gta aga gcg eag etc tgg gtt cat 

^«Pro Lys lie Gin Ala Asn Arg lie Val Arg Ala Gin Leu Trp Val His 

^=4L45 150 155 160 

111 

jp^tg aga ceg geg gag gag gcg acc acc gte ttc tta eag ata tet egg 

^/Leu Arg Pro Ala Glu Glu Ala Thr Thr Val Phe Leu Gin He Ser Arg 
'r^ 165 170 175 

jfctg atg ecc gtt aag gac gga gga aga cac ega ata cga tec ctg aaa 
^ieu Met Pro Val Lys Asp Gly Gly Arg His Arg He Arg Ser Leu Lys 

180 185 190 



I^^tc gac gtg aac gea gga gte aeg tet tgg eag agt ata gac gta aag 
He Asp Val Asn Ala Gly Val Thr Ser Trp Gin Ser He Asp Val Lys 
195 200 205 

cag gtg etc aeg gtg tgg tta aaa caa ceg gag ace aac ega ggc ate 
Gin Val Leu Thr Val Trp Leu Lys Gin Pro Glu Thr Asn Arg Gly He 
210 215 220 

gag att aac gea tat gae gcg aag gga aac gac ttg gcc gte act tea 
Glu He Asn Ala Tyr Asp Ala Lys Gly Asn Asp Leu Ala Val Thr Ser 
225 230 235 240 

acc gag act ggg gag gat gga ctg etc ecc ttt atg gag gtg aaa ata 
Thr Glu Thr Gly Glu Asp Gly Leu Leu Pro Phe Met Glu Val Lys He 

245 250 255 

tea gag ggc cca aaa cga ate egg agg gac tec gga ctg gac tgc gat 
Ser Glu Gly Pro Lys Arg He Arg Arg Asp Ser Gly Leu Asp Cys Asp 

260 265 270 



gag aat tee tea gag tet cgc tgc tgc agg tac cct etc act gtg gac 
Glu Asn Ser Ser Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val Asp 
275 280 285 



I 



28 

ttc gag gac ttt ggc tgg gac tgg att att get cca aaa cgc tat aag 
Phe Glu Asp Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr Lys 
290 295 300 

gcg aat tac tgt tea gga gaa tgc gae tac atg tae etg cag aag tat 
Ala Asn Tyr Gys Ser Gly Glu Cys Asp Tyr Met Tyr Leu Gin Lys Tyr 
305 310 315 320 

cee cac aec eat etg gtg aac aag gee agt ceg aga gga acg get ggg 
Pro His Thr His Leu Val Asn Lys Ala Ser Pro Arg Gly Thr Ala Gly 

325 330 335 

cee tgc tgc aet ccc aec aag atg tet ccc ate aac atg ctt tac ttt 
Pro Cys Cys Thr Pro Thr Lys Met Ser Pro He Asn Met Leu Tyr Phe 

340 345 350 

aac ggc aaa gag cag ate ate tac ggc aag ate cet teg atg gta gta 
Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ser Met Val Val 
355 360 365 

p^ac egc tgt ggc tgc tea tga 
;^sp Arg Cys Gly Cys Ser 

^Jsj? 3 7 0 

'■'a ■ . 

l'^<210> 2 0 

^\|c211> 374 

5X1:2 12 > PRT 

^'^!c213> Danio rerio 

^^400> 20 

"2^et His Phe Thr Gin Val Leu lie Ser Leu Ser Val Leu lie Ala Cys 
ifl 1 5 .10 15 

^ily Pro Val Gly Tyr Gly Asp lie Thr Ala His Gin Gin Pro Ser Thr 
'W- 20 25 30 

f=Ala Thr Glu Glu Ser Glu Leu Cys Ser Thr Cys Glu Phe Arg Gin His 
f=4 35 40 45 

Ser Lys Leu Met Arg Leu His Ala lie Lys Ser Gin lie Leu Ser Lys 

50 55 60 

Leu Arg Leu Lys Gin Ala Pro Asn lie Ser Arg Asp Val Val Lys Gin 
65 70 75 80 

Leu Leu Pro Lys Ala Pro Pro Leu Gin Gin Leu Leu Asp Gin Tyr, Asp 

85 90 95 

Val Leu Gly Asp Asp Ser Lys Asp Gly Ala Val Glu Glu Asp Asp Glu 

100 105 110 

His Ala Thr Thr Glu Thr lie Met Thr Met Ala Thr Glu Pro Asp Pro 

115 120 125 

lie Val Gin Val Asp Arg Lys Pro Lys Cys Cys Phe Phe Ser Phe Ser 

130 135 140 

Pro Lys lie Gin Ala Asn Arg lie Val Arg Ala Gin Leu Trp Val His 
145 150 155 160 

Leu Arg Pro Ala Glu Glu Ala Thr Thr Val Phe Leu Gin lie Ser Arg 

165 170 175 

Leu Met Pro Val Lys Asp. Gly Gly Arg His Arg lie Arg Ser Leu Lys 

180 185 190 

He Asp Val Asn Ala Gly Val Thr Ser Trp Gin Ser He Asp Val Lys 

195 200 205 

Gin Val Leu Thr. Val Trp Leu Lys Gin Pro Glu Thr Asn Arg Gly lie 
210 215 " 220 



' 29 

Glu lie Asn Ala Tyr Asp Ala Lys Gly Asn Asp Leu Ala Val Thr Ser 
225 230 235 240 

Thr Glu Thr Gly Glu Asp Gly Leu Leu Pro Phe Met Glu Val Lys lie 

245 250 255 

Ser Glu Gly Pro Lys Arg lie Arg Arg Asp Ser Gly Leu Asp Cys Asp 

260 265 270 

Glu Asn Ser Ser Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val Asp 

275 280 285 

Phe Glu Asp Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr Lys 

290 295 300 

Ala Asn Tyr Cys Ser Gly Glu Cys Asp Tyr Met Tyr Leu Gin Lys Tyr 
305 310 315 320 

Pro His Thr His Leu Val Asn Lys Ala Ser Pro Arg Gly Thr Ala Gly 

325 330 335 

Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr Phe 

340 345 350 

Asn Gly Lys Glu Gin lie He Tyr Gly Lys He Pro Ser Met Val Val 

355 360 365 

Asp Arg Cys Gly Cys Ser 
■ " 370 

.„<210> 21 

'5<211> 4 

^fek212> PRT 

'"V<213> Artificial Sequence 

H*= 2 2 0 > 

%|c223> proteolytic cleavage site 

a - - ■ 

igc221> VARIANT 

<222> (0) . . . (0) 
1^^22 3 > Xaa = Any Amino Acid 

glf400> 21 . 
-y^rg Xaa Xaa Arg 

|^210> 22 
<211> 4 
<212> PRT 
<213> Eukaryotes 

<220> 

<221> SITE 
<222> (0) ... (0) 

<223> proteolytic processing site 

<400> 22 
Arg Ser Arg Arg 
1 

<2i0> 23 

<211> 4 

<212> PRT 

<213> Eukaryotes 

<220> 

<221> SITE 
<222> (0) . . . (0) 

<223> proteolytic processing site 



'30 

<400> 23 
Arg lie Arg Arg 
1 

<210> 24 

<211> 1393 

<212> DNA 

<213> Homo sapiens 

<22P> 
<221> CDS 

<222> (54) . . . (1274) 
<223> GDF-11 

<400> 24 

ccgcgggact ccggcgtccc cgccccccag tcctccctcc cctcccctcc age atg 

Met 
1 



gtg 

Val 

p. 


etc 
Leu 


gcg 
Ala 


gcc 
Ala 

5 


ecg 
Pro 


ctg 
Leu 


ctg 
Leu 


ctg 
Leu 


ggc 
Gly 
10 


tte 
Phe 


Ctg 
Leu 


etc 
Leu 


etc 
Leu 


gcc 
Ala 
15 


ctg 
Leu 


gag 
Glu 


*4:btg 
aptiexi 


egg 
Arg 


cee 
Pro 
20 


egg 
Arg 


ggg gag 
Gly Glu 


gcg 
Ala 


gcc 
Ala 
25 


gag 
Glu 


ggc 
Gly 


ecc 
Pro 


gcg 
Ala 


gcg 
Ala 
30 


gcg 
Ala 


gcg 

Ala 


gcg 
Ala 


5i 


gcg 
Ala 
35 


gcg 
Ala 


gcg 
Ala 


gcg 
Ala 


gca 
Ala 


gcg 
Ala 
40 


gcg 

Ala 


ggg 

Gly 


gte 

Val 


ggg 

Gly 


ggg 

Gly 
45 


gag 
Glu 


cgc 
Arg 


tec 
Ser 


age 
Ser 


■TArg 
ITJ 50 


cca 
Pro 


gcc 
Ala 


ecg 
Pro 


tec 
Ser 


gtg 
Val 
55 


gcg 
Ala 


cee 
Pro 


gag 
Glu 


ecg 
Pro 


gae 
Asp 
60 


ggc 
Gly 


tge 
Cys 


cee 
Pro 


gtg 
Val 


tgc 
Cys 
65 


&tt 

|:J?^al 


tgg 
Trp 


egg 
Arg 


cag 
Gin 


eae 
His 
70 


age 
Ser 


cgc 
Arg 


gag 
Glu 


ctg 
Leu 


cgc 
Arg 
75 


eta 
Leu 


gag 
Glu 


age 
Ser 


ate 
He 


aag 
Lys 
80 


teg 
Ser 


cag 
Gin 


ate 
lie 


ttg 
Leu 


age 
Ser 
85 


aaa 
Lys 


ctg 
Leu 


egg 
Arg 


etc 
Leu 


aag 
Lys 
90 


gag 
Glu 


gcg 
Ala 


ecc 
Pro 


aac 
Asn 


ate 
He 
95 


age 

Ser 


cgc 
Arg 


gag 
Glu 


gtg 
Val 


gtg 

Val 
100 


aag 
Lys 


cag 
Gin 


ctg 
Leu 


ctg 
Leu 


ecc 
Pro 
105 


aag 

Lys 


gcg 
Ala 


ecg 
Pro 


ecg 
Pro 


ctg 
Leu 
110 


eag 
Gin 


cag 
Gin 


ate 
He 


ctg 
Leu 


gae 
Asp 
115 


eta 
Leu 


eac 
His 


gac 
Asp 


tte 
Phe 


cag 
Gin 
120 


ggc 
Gly 


gac 
Asp 


gcg 
Ala 


ctg 
Leu 


cag 
Gin 
125 


cee 
Pro 


gag 
Glu 


gac 
Asp 


tte 
Phe 


ctg 
Leu 
130 


gag 
Glu 


gag 
Glu 


gac 
Asp 


gag 
Glu 


tac 
Tyr 
135 


eac 
His 


gcc 
Ala 


ace 
Thr 


acc 
Thr 


gag 
Glu 
140 


ace 
Thr 


gte 

Val 


att 
He 


age 
Ser 


atg 
Met 
14 5 


gcc 
Ala 


cag 
Gin 


gag 
Glu 


acg 
Thr 


gae 
Asp 
150 


cca 
Pro 


gca 
Ala 


gta 
Val 


cag 
Gin 


aca 
Thr 
155 


gat 
Asp 


ggc 
Gly 


age 
Ser 


ect 
Pro 


etc 
Leu 
160 


tge 
Cys 



I 
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tgc cat ttt cac ttc age ccc aag gtg atg ttc aca aag gta ctg aag 
Cys His Phe His Phe Ser Pro Lys Val Met Phe Thr Lys Val Leu Lys 

165 170 175 

gcc cag ctg tgg gtg tac eta egg ect gta ccc egc eea gee aca gtc 
Ala Gin Leu Trp Val Tyr Leu Arg Pro Val Pro Arg Pro Ala Thr Val 
180 185 190 

tac ctg cag ate ttg cga eta aaa ccc eta act ggg gaa ggg ace gca 

Tyr Leu Gin lie Leu Arg Leu Lys Pro Leu Thr Gly Glu Gly Thr Ala 

195 200 205 

ggg gga ggg ggc gga gge egg egt eac ate egt ate cgc tea ctg aag 
Gly Gly Gly Gly Gly Gly Arg Arg His lie Arg lie Arg Ser Leu Lys 
210 215 220 225 

att gag ctg cac tea cge tea ggc cat tgg cag age ate gac ttc aag 
lie Glu Leu His Ser Arg Ser Gly His Trp Gin Ser lie Asp Phe Lys 

230 - 235 240 

caa gtg eta eac age tgg ttc cgc cag eea cag age aac tgg gge ate 

.==^Gln Val Leu His Ser Trp Phe Arg Gin Pro Gin Ser Asn Trp Gly lie 

245 250 * 255 

■ ^ggag ate aac gcc ttt gat ccc agt gge aca gae ctg get gtc ace tee 

«T<51u lie Asn Ala Phe Asp Pro Ser Gly Thr Asp Leu Ala Val Thr Ser 
irt 260 265 270 

Jjjirtg ggg ccg gga gcc gag ggg ctg eat eea ttc atg gag ett cga gtc 

i%jeu Gly Pro Gly Ala Glu Gly Leu His Pro Phe Met Glu Leu Arg Val 

r ' ' 275 280 285 

^ita gag aac aca aaa egt tee egg egg aac ctg ggt ctg gac tgc gac 

j|Leu Glu Asn Thr Lys Arg Ser Arg Arg Asn Leu Gly Leu Asp Cys Asp 
^^90 295 300 305 

■ 

* It"-'' 

f«gag cac tea age gag tec cge tgc tgc cga tat ccc etc aca gtg gac 

t^lu His Ser Ser Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val Asp 

310 315 320 

ttt gag get ttc gge tgg gae tgg ate ate gca ect aag cge tac aag 

Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr Lys 

325 330 335 

gcc aac tac tgc tec ggc cag tgc gag tac atg ttc atg caa aaa tat 

Ala Asn Tyr Cys Ser Gly Gin Cys Glu Tyr Met Phe Met Gin Lys Tyr 
340 345 350 

ccg cat ace eat ttg gtg cag cag gee aat eea aga ggc tet get ggg 

Pro His Thr His Leu Val Gin Gin Ala Asn Pro Arg Gly Ser Ala Gly 

355 360 365 

ccc tgt tgt ace ccc ace aag atg tec cca ate aac atg etc tac ttc 

Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr Phe 
370 ' 375 380 385 

aat gac aag cag cag att ate tac gge aag ate ect ggc atg gtg gtg 

Asn Asp Lys Gin Gin lie lie Tyr Gly Lys lie Pro Gly Met Val Val 

390 395 400 



n 



a S E 
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gat cgc tgt ggc tgc tct taagtgggtc actacaagct gctggagcaa 13 04 

Asp Arg Cys Gly Cys Ser 

405 

agacttggtg ggtgggtaac ttaacctctt cacagaggat aaaaaatgct tgtgagtatg 1364 
acagaaggga ataaacaggc ttaaagggt 13 93 

<210> 25 
<211> 407 
<212> PRT 

<213> Homo sapiens 
<400> 25 

Met Val Leu Ala Ala Pro Leu Leu Leu Gly Phe Leu Leu Leu Ala Leu 

1 5 10 15 

Glu Leu Arg Pro Arg Gly Glu Ala Ala Glu Gly Pro Ala Ala Ala Ala 

20 25 30 

Ala Ala Ala Ala Ala Ala Ala Ala Ala Gly Val Gly Gly Glu Arg Ser 

35 _ 40 . _ - . - - 45 * 

Ser Arg Pro Ala Pro Ser Val Ala Pro Glu Pro Asp Gly Cys Pro .Val 

50 55 60 

Cys Val Tirp Arg Gin His Ser Arg Glu Leu Arg Leu Glu Ser lie Lys 
65 70 75 80 

Ser Gin lie Leu Ser Lys Leu Arg Leu Lys Glu Ala Pro Asn lie Ser 

85 90 95 

Arg Glu Val Val Lys Gin Leu Leu Pro Lys Ala Pro Pro Leu Gin Gin 

100 105 110 

lie Leu Asp Leu His Asp Phe Gin Gly Asp Ala Leu Gin Pro Glu Asp 
^ 115 120 125 

Phe Leu Glu Glu Asp Glu Tyr His Ala Thr Thr Glu Thr Val lie Ser 

130 135 140 

Met Ala Gin Glu Thr Asp Pro Ala Val Gin Thr Asp Gly Ser Pro Leu 
£ 145 150 155 160 

Aj Cys Cys His Phe His Phe Ser Pro Lys Val Met Phe Thr Lys Val Leu 

^'^^ ■^'^^ 
;S Lys Ala Gin Leu Trp Val Tyr Leu Arg Pro Val Pro Arg Pro Ala Thr 

180 185 190 

Val Tyr Leu Gin lie Leu Arg Leu Lys Pro Leu Thr Gly Glu Gly Thr 

195 200 205 

Ala Gly Gly Gly Gly Gly Gly Arg Arg His lie Arg lie Arg Ser Leu 

210 215 220 

Lys lie Glu Leu His Ser Arg Ser Gly His Trp Gin Ser lie. Asp Phe 

225 230 235 240 

Lys Gin Val Leu His Ser Trp Phe Arg Gin Pro Gin Ser Asn Trp Gly 

245 250 255 

lie Glu lie Asn Ala Phe Asp Pro Ser Gly Thr Asp Leu Ala Val Thr 

260 265 270 

Ser Leu Gly Pro Gly Ala Glu Gly Leu His Pro Phe Met Glu Leu Airg 

275 280 285 

Val Leu Glu Asn Thr Lys Arg Ser Arg Arg Asn Leu Gly Leu Asp Cys 

290 295 300 

Asp Glu His Ser Ser Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 

305 310 315 320 

Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 

325 330 335 

Lys Ala Asn Tyr Cys Ser Gly Gin Cys Glu Tyr Met Phe Met Gin Lys 

340 345 350 

Tyr Pro His Thr His Leu Val Gin Gin Ala Asn Pro Arg Gly Ser Ala 

355 360 365 

Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 



33 

370 375 380 

Phe Asn Asp Lys Gin Gin lie lie Tyr Gly Lys lie Pro Gly Met Val 
385 390 395 400 

Val Asp Arg Cys Gly Cys Ser 

405 

<2V0> 26 
<211> 476 
<212> DNA 
<213> Salmon-1 

<220> 

<221> CDS 

<222> (3) . . . (473) 

<400> 26 

gg cag ccg gag acg aat tgg ggg ate gag att aat gcg ttc gac teg 

Gin Pro Glu Thr Asn Trp Gly lie Glu lie Asn Ala Phe Asp Ser 

1 _ 5 _ . 10 - 15 

aag gga aat gat etg gee gtt acc tea gca gaa gcg gga gaa gga ctg 
Lys Gly Asn Asp Leu Ala Val Thr Ser Ala Glu Ala Gly Glu Gly Leu 

20 25 30 

caa ccc ttc atg gag gtg acg att tea gag ggc ccg aag cgc tec agg 
Gin Pro Phe Met Glu Val Thr lie Ser Glu Gly Pro Lys Arg Ser Arg 

35 40 45 

aga gac teg gge etg gac tgt .gac gag aac tec ccc gag tec cgc tgt 
Arg Asp Ser Gly Leu Asp Cys Asp Glu Asn Ser Pro Glu Ser Arg Cys 
50 55 60 * 

tgc cgc tac ccc etc acg gta gac ttt gaa gac ttt ggc tgg gac tgg 
Cys Arg Tyr Pro Leu Thr Val Asp Phe Glu Asp Phe Gly Trp Asp Trp 
65 70 75 

att att gee ccc aag cgc tac aag gee aac tac tgc tct ggt gag tgt 
lie lie Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys 
80 85 90 95 

gag tac atg cae ctg cag aag tac ccc eac acc cae ctg gtg aac aag 
Glu Tyr Met His Leu Gin Lys Tyr Pro His Thr His Leu Val Asn Lys 

100 105 110 

get aac ect cgc ggc acc gca ggg ccc tgc tgc ace ccc ace aag atg 
Ala Asn Pro Arg Gly Thr Ala Gly Pro Cys Cys Thr Pro Thr Lys Met 

115 120 125 

tec ccc ate aac atg etc tac ttc aac cgc aaa gag cag ate ate tac 
Ser Pro lie Asn Met Leu Tyr Phe Asn Arg Lys Glu Gin lie lie Tyr 
130 135 140 

ggc aag ate ccc tec atg gtg gtg gac cgt tgc gga tgc teg 
Gly Lys lie Pro Ser Met Val Val Asp Arg Cys Gly Cys Ser 
145 150 155 

tga 



<210> 27 
<211> 157 
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<212> PRT 
<213> Salmon- 1 

<400> 27 





XT I. W 


m 11 




XX 




Glv 


He 

^w- 


Glu 


He 

^k- Xp«^ 


Asn 


Ala 


Phe 


Asp 


Ser 


Lys 










5 










10 










15 




vjx y 




A c? T-\ 


J— 1 d. LX 


Ala 

CI. 


Val 


Thr 


Ser 


Ala 


Glu 


Ala 


Gly 


Glu 


Gly 


Leu 


Gin 








20 










25 










30 








Ir lie 




rsi 11 


V ex -L 


Thr- 

X XXXi 


He 

-i_ 


Ser 


Glu 


Glv 


Pro 


LVS 


Arg 


Ser Arg 


Arq 
















40 










45 














Tjf=»ii 




Cvs 


AST> 


Glu 


Asn 


Ser 


Pro 


Glu 


Ser 


Arg 


Cys 


Cys 




50 










55 










60 










Arg 


Tyr 


Pro 


Leu 


Thr 


Val 


Asp 


Phe 


Glu 


Asp 


Phe 


Gly 


Trp 


Asp 


Trp 


He 


65 










70 










75 










80 


lie 


Ala 


Pro 


Lys 


Arg 


Tyr 


Lys 


Ala 


Asn 


Tyr 


Cys 


Ser 


Gly 


Glu 


Cys 


Glu 










85 










90 










95 




Tyr 


Met 


His 


Leu 


Gin 


Lys 


Tyr 


Pro 


His 


Thr 


His 


Leu 


Val 


Asn 


Lys 


Ala 








100 










105 










110 






Asn 


Pro 


Arg 


Gly 


JThr 


Ala 


Gly. 


Pro 


Cys 


Cys 


Thr 


Pro 


Thr 


Lys 


Met 


Ser 






115 










120 










125 








Pro 


He 


Asn 


Met 


Leu 


Tyr 


Phe 


Asn 


Arg 


Lys 


Glu 


Gin 


He 


He 


Tyr 


Gly 




130 










135 










140 










Lys 


He 


Pro 


Ser 


Met 


Val 


Val 


Asp 


Arg 


Cys 


Gly 


Cys 


Ser 








14 5 










150 










155 


) 











<210> 28 
<211> 412 
<212> DNA 
<213> Salmon-2 



<220> 

<221> CDS 

<222> (2) . . . (409) 

<400> 28 

g gtt acc tea act gaa gcc gga gaa gga ctg caa ccc ttc atg gag gtg 

Val Thr Ser Thr Glu Ala Gly Glu Gly Leu Gin Pro Phe Met Glu Val 

1 5 10 15 

aag att teg gag ggc ecg aag cgc tec agg aga gat teg ggc ctg gae 
Lys He Ser Glu Gly Pro Lys Arg Ser Arg Arg Asp Ser Gly Leu Asp 

20 25 30 

tgt gat gag aae tec ecc gag tec egc tge tgc egg tac ccc etc aeg 
Cys Asp Glu Asn Ser Pro Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr 
35 40 45 

gtg gae ttt gaa gae ttt ggc tgg gac tgg att att gee ccc aag cgc 
Val Asp Phe Glu Asp Phe Gly Trp Asp Trp He He Ala Pro Lys Arg 
50 55 60 

tac aag gee aae tac tgc tet ggt gag tge gag tac atg cac ctg eag 
Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Tyr Met His Leu Gin 
65 70 75 80 

aag tac ccc cac ace cac ctg gtg aae aag get aae cct egc ggc ace 
Lys Tyr Pro His Thr His Leu Val Asn Lys Ala Asn Pro Arg Gly Thr 

85 90 95 



gcg ggg ccc tgc tge ace ccc acc aag atg tec ccc ate aae atg etc 





• ■ '35 , ^• 

Ala Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn M^t^Leu 

100 105 110\ 



tac ttc aac cgc aaa gag cag ate ate tae gge aag ate cc ti';;cr atg 385 

Tyr Phe Asn Arg Lys Glu Gin lie lie Tyr Gly Lys lie Pro* Ser Met 

115 . 120 125 

gtg gtg gae cgc tgc gge tgc teg tga 412 

Val Val Asp Arg Gys Gly Cys Ser 
130 135 



<210> 29 

<211> 136 

<212> PRT 

<213> Salmon-2 

<400> 29 

Val Thr Ser Thr Glu Ala Gly Glu Gly Leu Gin Pro Phe Met Glu Val 

1 5 10 15 

Lys lie Ser Glu Gly Pro Lys Arg Ser Arg Arg Asp Ser Gly Leu Asp 

20 25 30 

^ Cys Asp Glu Asn Ser Pro Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr 

35 40 4 5 

Val Asp Phe Glu Asp Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg 

50 55 60 

Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Tyr Met His Leu Gin 
65 70 75 80 

Lys Tyr Pro His Thr His Leu Val Asn Lys Ala Asn Pro Arg Gly Thr 
O 85 90 95 

Ala Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu 
Q 100 105 110 

Tyr Phe Asn Arg Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ser Met 

115 120 125 

Val Val Asp Arg Cys Gly Cys Ser 
£ 130 135 

i_i 

3 "- * 
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